Wild-type BRCA1
Genomic DNA:
2101 AAGTTAACAA ATGCACCTGG TTCTTTTACT AAGTGTTCAA ATACCAGTGA
2151 ACTTAAAGAA TTTGTCAATC CTAGCCTTCC AAGAGAAGAA AAAGAAGAGA
2201 AACTAGAAAC AGTTAAAGTG TCTAATAATG CTGAAGACCC CAAAGATCTC

Peptide:
701 KLTNAPGSFTKCSNTSELKI I KDL 750

SUM149PT cells sg_GFP

2288delT: fs>735X

Genomic DNA:

2101 AAGTTAACAA ATGCACCTGG TTCTTTTACT AAGTGTTCAA ATACCAGTGA
2151 ACTTAAAGAA TTTGTCAATC CTAGCCTTCC AAGAGAAGAA AAAGAAGAGA
2201 AACTAGAAAC AGTTAAAGTG TCTAATAATG CTGAAGACCC CAAAGATCTC

Peptide:

701 KLTNAPGSFTKCSNTSELKEFVN_ STOP

Clone 3

SUM149PT cells sg_exon11, (IN-FRAME): deletion and reversion to long-form
2247del42: T710_N723del14

Genomic DNA:

2101 AAGTTAACAA ATGCACCTGG TTCTTTTACT AAGTGTTCAA ATACCAGTGA
2151 ACTTAAAGAA TTTGTCAATC CTAGCCTTCC AAGAGAAGAA AAAGAAGAGA
2201 AACTAGAAAC AGTTAAAGTG TCTAATAATG CTGAAGACCC CAAAGATCTC

Peptide:
701 KLTNAPGSFTKCSNTSELKEFVNPSLPREEKEEKLETVKVSNNAEDPKDL IN-FRAME

Clone 4

SUM149PT cells sg_exon11, (IN-FRAME): deletion and reversion to long-form
2269del8; 2288delT: E717_K719del3; EFVN720_723GICQ

Genomic DNA:

2101 AAGTTAACAA ATGCACCTGG TTCTTTTACT AAGTGTTCAA ATACCAGTGA
2151 ACTTAAAGAA TTTGTCAATC CTAGCCTTCC AAGAGAAGAA AAAGAAGAGA
2201 AACTAGAAAC AGTTAAAGTG TCTAATAATG CTGAAGACCC CAAAGATCTC

Peptide:
KLTNAPGSFTKCSNTSELKGIGQPSL LETVK

EDPKDL IN-FRAME

B Clone 1

SUM149PT cells sg_exon11, (OUT-FRAME): out of frame deletion mutation
2271delC; 2288delT; fs>724X

Genomic DNA:

2101 AAGTTAACAA ATGCACCTGG TTCTTTTACT AAGTGTTCAA ATACCAGTGA
2151 ACTTAAAGAA TTTGTCAATC CTAGCCTTCC AAGAGAAGAA AAAGAAGAGA
2201 AACTAGAAAC AGTTAAAGTG TCTAATAATG CTGAAGACCC CAAAGATCTC

Peptide:
KLTNAPGSFTKCSNTSELKNLST® STOP
Clone 2

SUM149PT cells sg_exon11, (OUT-FRAME): out of frame insertion mutation
2270insA; 2288delT: fs>719X

Genomic DNA:

2101 AAGTTAACAA ATGCACCTGG TTCTTTTACT AAGTGTTCAA ATACCAGTGAA
2151 ACTTAAAGAA TTTGTCAATC CTAGCCTTCC AAGAGAAGAA AAAGAAGAGA
2201 AACTAGAAAC AGTTAAAGTG TCTAATAATG CTGAAGACCC CAAAGATCTC
T-2288delT
Peptide: Deletion

!(LTNAPGSFTKCSNTSE. STOP Insertion

D

GATGGTACAGC TG TGTGGTGCTTCT

N ==

GTACAGC TTGGGTGGTGCTTEC
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SG_EXON22

Figure S4



