FOX1
Fox2 (U/A)GCAUG

Consensus
Binding motif

30421 tggatcctaa gtggaaataa tctaggtaaa taggaattaa atgaaagagt atgagctaca
30481 tcttcagtat acttggtagt ttatgaggtt agtttctcta atatagccag ttggttgatt
30541 tccacctcca aggtgtatga agtatgtatt tttttaatga caattcagtt tttgagtacc
ttgttatttt tgtatatttt

ttcaaacttg catgtggagc catgtggcac
30781 aaatactcat gccagctcat tacagecatga gaacagcagt ttattactca ctaaagacag
30841 aatgaatgta gaaaaggctg aattctgtaa taaaagcaaa cagcctggct tagcaaggag
30901 ccaacataac agatgggctg gaagtaagga aacatgtaat gataggcgga ctcccagcac

Cryptic splice
site

BRCA1 == intron10
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