Supplemental Figure 2, Related to Figure 2

A Genes associate with lineage-specific ATAC peaks
Lineages:
NK ILC1 ILC2 CD4*ILC3 NCR*ILC3
v v v

Gene expression
(FPKM (log2))
T T ?
NK
R —
Le? | [————
CD4'ILC3 | =
NCR'ILC3 | ==
NK
ILC1 =
ILC2
CD4'ILC3 | B=———
NK
ILC1
ILC2 == <
CD4'ILC3 | =
NCR'ILC3 | =
NK
ILC1
ILC2
NK

CD4'ILC3 | ==
NCR'ILC3 |

ILC1
ILC2

CD4ILCS | =
NCRILC3 | e <

NCR*ILC3

Gene expression
-logP-value >100 CPearlso_n
FPKM >10 orrel atlca
NK Y 06 08 10
o
ILC2 081 084

CD4*ILC3 0.79 0.81 0.89

& N A DD
NRCIRSIN N

i

AN

¢

fe eFe

i
%504

4 L
NG
‘\{" K

Chromatin accessibility

Pearson
Correlation

(3

0

ILCH .
ILC2 M
CD4°ILC3 M

NCReILC3 [l o.7s RN l0gs

6 08 10

NN
s \\/O\\/O&\\/ .

S

S D
0\\/0



