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Installation instruction 
To	install	CT-Finder	locally,	users	can	follow	the	installa3on	manual	on	our	website	(
h7p://bioinfolab.miamioh.edu/ct-finder/interface/Installa3on.php),	which	includes	the	links	to	download	CT-
Finder	virtual	machine	(h7p://bioinfolab.miamioh.edu/ct-finder/vmware/Ubuntu.tar.gz)	and	CT-Finder	source	
code	(h7ps://sourceforge.net/projects/ct-finder/files/latest/download).	

	

	

	



Supplementary	 Figure	 S1.	 The	 home	 page	 of	 CT-Finder	 web	 service,	 including	 three	
primary	working	modes:	Cas9,	Cas9n,	and	RFNs	systems.					
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Supplementary	Figure	S2.	Workflow	of	CT-Finder	web	service	that	incudes	web	interfaces	and	a	backend	
bioinforma?cs	pipeline.	Panel	a:	the	workflow	for	finding	the	op3mal	target	candidates	for	Cas9.	Panel	b:	
the	workflow	for	finding	the	op3mal	target	candidates	for	Cas9n	and	RFN.		


