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Table S1.  qPCR primers

Amplified region Forward sequence (5′–3′) Reverse sequence (5′–3′)

β-Actin ATG​GAT​TCT​TTG​GCG​TTG​TC TAC​GAC​CAG​AGG​CAT​ACA​GGG​ACAA

TATA-BP TGT​ACC​GCA​GCT​TCA​AAA​TAT​TGT​AT AAA​TCA​ACG​CAG​TTG​TCC​GTG

Mesp1 GTC​TGC​AGC​GGG​GTG​TCG​TG CGG​CGG​CGT​CCA​GGT​TTC​TA

Mesp2 CGC​CTG​GCC​ATC​CGC​TAC​AT CAC​CCC​CAG​GAC​ACC​CCA​CTA​CT

Trop T2 GCG​GAA​GAG​TGG​GAA​GAG​ACA​GAC GCA​CGG​GGC​AAG​GAC​ACA​AG

a-MHC GCT​GGG​CTC​CCT​GGA​CAT​TGAC CCT​GGG​CCT​GGA​TTC​TGG​TGAT

Mlc2v ACT​TCA​CCG​TGT​TCC​TCA​CGA​TGT TCC​GTG​GGT​AAT​GAT​GTG​GAC​CAA

Mlc2a AAG​GGA​AGG​GTC​CCA​TCA​ACT​TCA AAC​AGT​TGC​TCT​ACC​TCA​GCA​GGA

ANF ACC​CTG​GGC​TTC​TTC​CTC​GTC​TT GCG​GCC​CCT​GCT​TCC​TCA

Kcne1 CTG​GGC​TTC​TTC​GGC​TTC​TTC​AC CTA​CGG​CCG​CCT​GGT​TTT​CAAT

CD31 AAT​GGC​AAC​TGG​AGC​GAG​CACT GGA​GAA​GGC​GAG​GAG​GGT​TAG​GT

GATA4 CCA​CGG​GCC​CTC​CAT​CCAT GGC​CCC​CAC​GTC​CCA​AGTC

Hand2 CCC​GCC​GAC​ACC​AAA​CTC​TC CCC​CCG​GCT​CAC​TGC​TCTC

Myocd AGT​GGG​CCC​AGC​ATT​TTC​AAC​ATC CCC​TCC​CCA​TTT​TCC​CCA​CTTC

Nkx2.5 CTC​CGA​TCC​ATC​CCA​CTT​TA AGT​GTG​GAA​TCC​GTC​GAA​AG

Mef2c AGG​CAC​CAG​CGC​AGG​GAA​TG CCA​CCG​GGG​TAG​CCA​ATG​ACT

E-Cadh CAC​CGC​GAC​CCT​GCC​TCT​GA CCT​CCA​CCG​CTT​CCC​CAT​TTG

Snai GCC​TGG​GCG​CTC​TGA​AG AGG​CCT​GGC​ACT​GGT​ATC​TCT

Slug CAT​TGC​CTT​GTG​TCT​GCA​AG AGA​AAG​GCT​TTT​CCC​CAG​TG

Zeb1 GCC​AGC​AGT​CAT​GAT​GAA​AA TAT​CAC​AAT​ACG​GGC​AGG​TG

Zeb2 CCA​GAG​GAA​ACA​AGG​ATT​TCAG AGG​CCT​GAC​ATG​TAG​TCT​TGTG

Twist1 CGC​CCC​GCT​CCT​CTG​CTC​TA GTC​CGG​CTC​CTC​CTC​GCT​GTT

Twist2 AGG​CGC​ATG​CGG​AAC​TGG​AT AAA​CAC​TTG​GGC​ACT​GGG​GTC​AT

FoxC1 CCG​GCC​CCT​ATG​AGC​GTG​TA CTT​CTT​GTC​CGG​GGC​ATT​CTGG

FoxC2 CAG​AAC​GCG​CCA​GAG​AAG​AAG​AT CCG​CCG​CCG​CCG​CAG​GAAG

Vav3 GAA​ACT​GAA​CTT​ATT​AAC​AGG​GTG​AA TTG​ATG​TGT​TTT​GCT​TCA​TTA​TTGT

Fam40b TGC​CAG​AGC​TTA​CTA​CCG​AGA GGA​GGT​TGA​TGC​AGG​AAA​AG

KitL CAC​GCG​CCT​GCC​GAA​ATG CTG​CTG​CCC​ACC​GAG​TTG​ACC

Myl1 TCT​AAG​GAG​CAA​CAG​GAG​GACT GGT​GAT​CTT​GCA​TTC​ACC​TG

RhoJ GAT​GAG​CTA​CGC​CAA​CGAC CGC​AGC​TGG​TTG​TAA​TCC​TC

Prickle1 ATG​GAT​TCT​TTG​GCG​TTG​TC TGA​CGG​TCT​TGG​CTT​GCT

RhoB CAG​ACT​GCC​TGA​CAT​CTG​CT GTG​CCC​ACG​CTA​ATT​CTC​AG

RasGRP3 TGC​ACC​GAT​GGT​ATT​TAT​CCT CTC​CAC​TGG​CAT​TCC​GAT​AC

Table S2.  ChIP-qPCR primers

Amplified region Forward sequence (5′–3′) Reverse sequence (5′–3′)

PK1-A CCC​ACC​TTT​ATT​AGT​CAG​CTT​ATCA CGT​GAG​CTC​TCA​GAA​AGC​AG

PK1-B TCG​GAG​CAA​GCT​GTC​TTA​TCC CAA​GTG​CTC​AGT​GGT​CTC​CC

PK1-C CAT​GGG​CTA​CAG​GCA​TCC​TT TGC​CGG​TTT​AGA​GGG​TGA​TG

PK1-D AAG​TGT​GAC​CAA​ATG​CAG​ACC GAA​TAT​CTT​AAG​TGT​CCC​AGT​GGTG

RasGRP3-A CCC​TGG​CTG​TCT​TGG​AAC​TT GCA​CTC​CTT​TAA​CCC​CAG​CA

RasGRP3-B TAC​CAC​CAT​GGC​CCC​TAA​GA ATG​CAT​GCT​GAG​TGA​CTT​GC

Pdgfra ATG​TCA​CAC​ATG​GAA​ACC​TTT​AGCA ACC​CAG​TTG​CTC​TTC​TGG​TAG​TA

Ripply2 GAT​ACA​GTC​GGG​ACC​TCA​GC TAA​AGT​CCC​GCA​GCA​AAA​GT

Ch3IN TGT​CTG​GAA​TGT​GGT​GGT​TTGA GCC​CAC​TGC​TAT​AAT​TAG​GAA​GGA
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