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Table S1.  qPCR primers

Amplified region

Forward sequence (5'-3’)

Reverse sequence (5'-3')

B-Actin
TATA-BP
Mesp1
Mesp2
Trop T2
a-MHC
Mic2v
Mic2a
ANF
Kenel
CD31
GATA4
Hand2
Myocd
Nkx2.5
Mef2c
E-Cadh
Snai
Slug
Zebl
Zeb?2
Twist1
Twist2
FoxC1
FoxC2
Vav3
Fam40b
Kitl
Myl
Rho)
Prickle1
RhoB
RasGRP3

ATGGATTCTTTGGCGTTGTC
TGTACCGCAGCTTCAAAATATTGTAT
GTCTGCAGCGGGGTGTCGTG
CGCCTGGCCATCCGCTACAT
GCGGAAGAGTGGGAAGAGACAGAC
GCTGGGCTCCCTGGACATTGAC
ACTTCACCGTGTTCCTCACGATGT
AAGGGAAGGGTCCCATCAACTTCA
ACCCTGGGCTTCTTCCTCGTCTT
CTGGGCTTCTTCGGCTTCTTCAC
AATGGCAACTGGAGCGAGCACT
CCACGGGCCCTCCATCCAT
CCCGCCGACACCAAACTCTC
AGTGGGCCCAGCATTTTCAACATC
CTCCGATCCATCCCACTTTA
AGGCACCAGCGCAGGGAATG
CACCGCGACCCTGCCTCTGA
GCCTGGGCGCTCTGAAG
CATTGCCTTGTGTCTGCAAG
GCCAGCAGTCATGATGAAAA
CCAGAGGAAACAAGGATTTCAG
CGCCCCGCTCCTCTGCTCTA
AGGCGCATGCGGAACTGGAT
CCGGCCCCTATGAGCGTGTA
CAGAACGCGCCAGAGAAGAAGAT
GAAACTGAACTTATTAACAGGGTGAA
TGCCAGAGCTTACTACCGAGA
CACGCGCCTGCCGAAATG
TCTAAGGAGCAACAGGAGGACT
GATGAGCTACGCCAACGAC
ATGGATTCTTTGGCGTTGTC
CAGACTGCCTGACATCTGCT
TGCACCGATGGTATTTATCCT

TACGACCAGAGGCATACAGGGACAA
AAATCAACGCAGTTGTCCGTG
CGGCGGCGTCCAGGTTTCTA
CACCCCCAGGACACCCCACTACT
GCACGGGGCAAGGACACAAG
CCTGGGCCTGGATTCTGGTGAT
TCCGTGGGTAATGATGTGGACCAA
AACAGTTGCTCTACCTCAGCAGGA
GCGGCCCCTGCTTCCTCA
CTACGGCCGCCTGGTTTTCAAT
GGAGAAGGCGAGGAGGGTTAGGT
GGCCCCCACGTCCCAAGTC
CCCCCGGCTCACTGCTCTC
CCCTCCCCATTTTCCCCACTTC
AGTGTGGAATCCGTCGAAAG
CCACCGGGGTAGCCAATGACT
CCTCCACCGCTTCCCCATTTG
AGGCCTGGCACTGGTATCTCT
AGAAAGGCTTTTCCCCAGTG
TATCACAATACGGGCAGGTG
AGGCCTGACATGTAGTCTTGTG
GTCCGGCTCCTCCTCGCTGTT
AAACACTTGGGCACTGGGGTCAT
CTTCTTGTCCGGGGCATTCTGG
CCGCCGCCGCCGCAGGAAG
TTGATGTGTTTTGCTTCATTATTGT
GGAGGTTGATGCAGGAAAAG
CTGCTGCCCACCGAGTTGACC
GGTGATCTTGCATTCACCTG
CGCAGCTGGTTGTAATCCTC
TGACGGTCTTGGCTTGCT
GTGCCCACGCTAATTCTCAG
CTCCACTGGCATTCCGATAC

Table S2.  ChIP-qPCR primers

Amplified region

Forward sequence (5'-3’)

Reverse sequence (5'-3')

PKT-A
PK1-B
PK1-C
PK1-D
RasGRP3-A
RasGRP3-B
Pdgfra
Ripply2
Ch3IN

CCCACCTTTATTAGTCAGCTTATCA
TCGGAGCAAGCTGTCTTATCC
CATGGGCTACAGGCATCCTT
AAGTGTGACCAAATGCAGACC
CCCTGGCTGTCTTGGAACTT
TACCACCATGGCCCCTAAGA
ATGTCACACATGGAAACCTTTAGCA
GATACAGTCGGGACCTCAGC
TGTCTGGAATGTGGTGGTTTGA

CGTGAGCTCTCAGAAAGCAG
CAAGTGCTCAGTGGTCTCCC
TGCCGGTTTAGAGGGTGATG
GAATATCTTAAGTGTCCCAGTGGTG
GCACTCCTTTAACCCCAGCA
ATGCATGCTGAGTGACTTGC
ACCCAGTTGCTCTTCTGGTAGTA
TAAAGTCCCGCAGCAAAAGT
GCCCACTGCTATAATTAGGAAGGA
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