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Table S1 | Exon and intron structure of SERPINB5 gene in Homo sapiens and the feature of SNPs of SERPINB5, 
which were used to analyze in this study 

 Exon (chromosome position) 

 Promoter 
(61,143,908)# 

Promoter 
(61,144,053) 

Intron 
(61,148,149) 

6 
(61,160,287) 

6 
(61,160,320) 

8 
(61,170,782) 

nucleotide change T>C C>T C>T C>T G>C A>G 

mRNA position† - -  668 701 1,097 

Protein position‡    176 187 319 

dbSNP (rs number) rs17071138 rs3744941 rs8089104 rs2289519 rs2289520 rs1455555 

Function - - - nonsynonymous nonsynonymous nonsynonymous 

dbSNP allele - - - TCT>CCT GTC>CTC ATC>GTC 

Protein residue - - - Ser>Pro Val>Leu Ile>Val 

Codon position  - - - 1 1 1 

Heterozygous (%) 22.2 46.5 51.1 51.2 32.6 62.8 

 

# GRCh37.p13 

† NM_002693.4 

‡ NP_002630.2 

  



 

TABLE S2 | Association of SERPINB5 genotypic frequencies with HCC laboratory status 

Characteristic 
α-Fetoprotein† 

(ng/mL) 

AST† 

(IU/L) 

ALT† 

(IU/L) 

AST/ALT† 

ratio 

rs1455555 
AA 4111.4 ± 1892.4 132.5 ± 21.4 108.1 ± 18.7 1.68 ± 0.25 

AG+GG 2557.8 ± 833.0 152.9 ± 23.1 128.8 ± 17.8 1.45 ± 0.08 

P value 0.384 0.604 0.503 0.242 

rs17071138 
TT 2661.6 ± 854.9 128.5 ± 16.3 113.4 ± 13.7 1.46 ± 0.10 

TC+CC 4022.7 ± 1939.1 204.4 ± 51.3 152.5 ± 37.4 1.67 ± 0.18 

P value 0.465 0.064 0.224 0.305 

rs2289519 
CC 4701.5 ± 1746.8 180.3 ± 37.1 133.8 ± 24.5 1.47 ± 0.08 

CT+TT 1822.5 ± 609.7 124.3 ± 15.2 115.5 ± 16.2 1.54 ± 0.14 

P value 0.077 0.119 0.517 0.682 

rs2289520 
GG 2340.7 ± 795.2 139.8 ± 20.8 129.3 ± 17.9 1.39 ± 0.09 

GC+CC 3826.6 ± 1511.8 156.4 ± 30.2 115.0 ± 21.7 1.67 ± 0.17 

P value 0.358 0.640 0.609 0.118 

rs3744941 
CC 3630.3 ± 1559.0 157.2 ± 30.8 126.2 ± 23.1 1.47 ± 0.08 

CT+TT 2546.5 ± 810.8 140.0 ± 20.8 120.7 ± 17.1 1.54 ± 0.14 

P value 0.506 0.632 0.847 0.667 

rs8089104 
CC 2289.6 ± 1192.9 183.8 ± 41.3 138.1 ± 29.8 1.50 ± 0.10 

CT+TT 3313.9 ± 1030.6 130.5 ± 17.5 116.1 ± 14.9 1.52 ± 0.12 

P value 0.554 0.763 0.463 0.950 

Mann-Whitney U test was used between two groups. 
† Mean ± S.E. 

 






