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Supplemental Figure 4

A. Representative images of Neutral comet assay representative images of p100- or Luciferase (Luc)-shRNA expressing cells 
after doxorubicin treatment.
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B.  Representative images of γH2AX (+) cells after doxorubicin treatment.
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D.  Level of apoptosis  in p100- and Luciferase-shRNA 
expressing cells after 10 hours of doxorubicin treatment
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E. Neutral comet assay  and percent of γ-H2AX (+) positive cells in 
p100 or Luciferase (Luc)-shRNA expressing OCI-LY2 and SUDHL10
cells after doxorubicin treatment.
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Supplemental Methods 

 

Primary tumor sample immunofluorescence studies.   

Retrospective deidentified diagnostic tumor samples were obtained from the Stanford University 

School of Medicine hematology tissue acquisition and procurement bank program. The use of 

human tissue was approved by the research ethics board of Stanford University and Emory 

University. Two independent pathologists confirmed the pathological diagnosis of all samples. 

When possible, tumor samples were identified as activated B-cell (n=14) and germinal center 

(n=30) diffuse large cell lymphoma using the Hans’ protocol 1.  Ninety-two 0.5-mm cores from 

diagnostic areas of each DLBCL sample were used to generate a single-recipient paraffin block 

using a tissue arrayer (Beecher Instruments, Silver Spring, Maryland). Briefly, five-micron 

sections were deparaffinized by incubating in an 80oC water bath three times for 20-minutes 

followed by three 5-minute incubations in xylene and a series of ethanol solutions (100%, 90%, 

75% and 50%). After washing with distilled water, antigen retrieval was performed by 

immersing the slides in microwave solution (9 ml of 0.01M citric acid, 41 ml of 0.01 mM 

sodium citrate and 450 ml of water) and microwaving at low power three times for 5-minutes. 

Slides were pre-treated with blocking solution (10% goat serum/3% BSA/0.5% gelatin/PBS) for 

1 hour to block non-specific binding sites. Primary antibodies were applied at 1:250 dilution in 

50 mM Tris-Cl (pH 7.4) with 3% goat serum overnight. After washing, secondary Alexa Fluor 

488-conjugated antibodies (Molecular Probes) were applied for 1 hour. After further washing, 

slides were counter stained with DAPI for nuclear detection. 

 

 

 

 

1. Hans CP, Weisenburger DD, Greiner TC, et al. Confirmation of the molecular 

classification of diffuse large B-cell lymphoma by immunohistochemistry using a tissue 

microarray. Blood 2004;103:275-82. 

 


	ijc29301-sup-0001-suppinfofigs1
	ijc29301-sup-0002-suppinfofigs2
	Ramachandiran_et_al-2015-International_Journal_of_Cancer.sup-1
	Ramachandiran_et_al-2015-International_Journal_of_Cancer.sup-2
	ijc29301-sup-0005-suppinfofigs5
	ijc29301-sup-0006-suppinfotabs1
	ijc29301-sup-0007-suppinfomethods-1

