Effect Allele Frequency

Effect FCH P-value in Hetero- Homo-
Effect on Effect NFEt FINRISKi Affected Enrichment affected P-valuein zygotes zygotes
Gene allele Source LDL-C on TG (%) (%) (%) Ratio§ individuals probands (Affected) (Affected)

rs1260326 GCKR T T.M.T. + + 41 36 47 1.3 0.001 0.0097 317 (125) 132 (47)
rs12748152  PIGV-NROB2 T CJW. + + 7.5 7.9 15 1.9 0.0015 0.0076 125 (57) 10 (7)
1s62020698 UBRI1, CAPN3 T LS. + - 12 2.7 6.5 24 0.0017 0.00099 52 (24) 1(1)
rs79598313  PIGV-NROB2 T LS. + + 2.5 3.5 8.3 24 0.002 0.026 59 (29) 6(5)
rs11563251 UGT1A1 T CJW. + + 12 10 16 1.6 0.0032 0.042 129 (54) 13 (6)
rs116843064 ANGPTLA4 A LS. + - 5 2.7 0.43 0.16 0.0032 21 (2) 0(0)
1s964184 APOA1-C3-A4-A5 G TMT + + 16 14 23 1.6 0.004 0.04 208 (91) 18 (8)
rs3135506 APOAS C J.AK. + + 7.9 6.2 11 1.8 0.0041 0.0049 105 (43) 6(5)
1572959041 RSPO3 A LS. + + 4.8 6.6 12 1.8 0.0044 0.034 94 (45) 503)
rs13702 LPL C JJAK. - - 34 26 18 0.69 0.0044 0.004 223 (72) 27 (6)
1572836561 CD300LG T LS. - + 2.9 2.9 6.4 2.2 0.0048 0.015 51(28) 1(1)

rs438811 APOE T LS. + + 21 24 33 1.4 0.0051 0.1 296 (110) 53 (22)

15439401 APOE-CI1-C2 T T.M.T. - - 40 28 20 0.71 0.0067 0.34 231 (68) 44 (13)
15326 LPL G J.AK. - - 34 26 19 0.71 0.0082 0.0038 227 (73) 29 (7)
1s77697917 DUSP3 T LS. - + 4.1 2.8 5.9 2.1 0.01 0.045 44 (24) 1(1)

rs6818397 LRPAPI1 T CJ.W. - + 43 27 35 1.3 0.013 0.018 284 (104) 88 (30)
1528933094 LIPC T J.AK. + + 0.33 1.6 4.1 2.6 0.015 0.22 45 (19) 0(0)
rs515135 APOB T LS. - - 19 19 13 0.67 0.026 0.06 182 (50) 21 (5)
rs3856806 PPARG T JJAK. + - 13 20 13 0.68 0.028 0.22 155 (53) 26 (5)

rs998584 VEGFA A CJlW. + + 50 49 57 1.2 0.03 0.015 332 (125) 186 (70)
152126259 PPP1R3B T T.M.T. - - 8.4 16 11 0.68 0.032 0.46 144 (48) 8(2)
152169387 PPP1R3B A LS. - + 83 15 10 0.69 0.033 0.62 136 (45) 8(2)
rs115849089 LPL A LS. - - 15 11 6.7 0.63 0.038 0.047 95 (29) 4 (1)

rs59950280 LRPAPI1 A LS. + + 31 23 30 1.3 0.039 0.14 270 (92) 65(24)

rs6831256 LRPAPI1 G CJW. + + 40 35 42 1.2 0.043 0.11 327 (113) 116 (41)
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0.94
0.95
0.96
0.96
0.97
0.98
0.98
0.99
0.99
0.99

0.66
0.71
0.35
0.69
0.45
0.58
0.56
0.72
0.61
0.61
0.51
0.46
0.15
0.18
0.48
0.86
0.89
0.47
0.47
0.83
0.8
0.71
0.94
0.22
0.91
0.59
0.54

302 (93)
211 (78)
243 (82)
314 (98)
266 (89)
315 (110)
332 (114)
257 (95)
326 (115)
317 (100)
329 (117)
6(3)
319 (113)
150 (57)
326 (116)
276 (91)
22 (8)
319 (121)
142 (47)
222 (80)
78 (27)
299 (106)
318 (110)
267 (91)
25 (9)
239 (71)
317 (99)

89 (30)
32 (14)
23 (7)
111 (47)
62 (24)
64 (23)
157 (57)
44 (16)
147 (45)
117 (50)
132 (42)
0 (0)
88 (32)
8 (6)
129 (42)
69 (23)
0 (0)
108 (34)
17 (7)
39 (13)
3(2)
94 (35)
108 (37)
79 (33)
0 (0)
41 (19)
113 (48)



