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Additional file 7 GO ontology statistics of target genes of differential expressed known miRNAs and novel miRNAs

In this ontology, ‘cellular location,’ ‘biological process’ and ‘molecular function’ are treated as independent attributes. A-C. Known miRNA targets in AS_CK, AS2_CK,

, respectively; D-F. Novel miRNA targets in AS_CK, AS2_CK, NSS_CK, respectively.
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