Table S1. The 181 input SNPs with genome-wide significance for Systemic lupus erythematosus. Pop: population, EAS: Eastern Asian
population; CEU: Caucasian population; SNP: single-nucleotide polymorphism; chr: chromosome; P-valuecombined: The associated p value

in the combined samples in previous papers; Ref.: reference.

Pop SNP position Chr P-valuecompines Ref

EAS rs1234315 173178463  1025.1 2.34x10°% (Han et al. 2009)
EAS rs2205960 173191475  1025.1 2.53x107% (Han et al. 2009)
EAS rs13385731 33701890 2p22.3 1.25x107% (Han et al. 2009)
EAS rs7574865 191964633  2¢32.3 5.17x10 % (Han et al. 2009)
EAS rs2230926 138196066  6023.3 1.37x10°Y (Han et al. 2009)
EAS rs4917014 50305863 7p12.2 2.75x107% (Han et al. 2009)
EAS rs1167796 75173180 7911.23  2.12x10°% (Han et al. 2009)
EAS rs4728142 128573967  7932.1 8.14x10°% (Han et al. 2009)
EAS rs7812879 11340181 8p23.1 2.09x10 % (Han et al. 2009)
EAS rs2618479 11355821 8p23.1 5.26x107% (Han et al. 2009)
EAS rs2248932 11391650 8p23.1 1.63x10°% (Han et al. 2009)
EAS rs1913517 50119054 10g11.22  7.22x10°*2 (Han et al. 2009)
EAS rs4639966 118573519  11¢23.3  1.25x107% (Han et al. 2009)
EAS rs6590330 128311059  11¢g24.3  1.77x10% (Han et al. 2009)
EAS rs10847697 129299385  12024.32 3.54x10™ (Han et al. 2009)
EAS rs1385374 129300694  12¢24.32 1.77x10™ (Han et al. 2009)
EAS rs7197475 30642867 16p11.2  2.77x10% (Han et al. 2009)
EAS rs463426 21809185 220911.21 1.48x10%° (Han et al. 2009)
EAS rs131654 21917190 22q911.21 2.99x10%® (Han et al. 2009)
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