
Figure S1: Genotyping scheme. We classified recombinant sub-NILs into four groups 

dependent on parental origin (LonNIL or FaxNIL) and location of the crossover (Left or 

Right) inferred from indel (vertical dashed line) genotyping. Although we recovered 

unequal numbers of each class, we submitted 240 of each for Illumina GoldenGate 

genotyping. This unequal representation combined with the unequal physical distances 

comprising the left and right sides of the indel necessitates a covariate in our generalized 

linear models to avoid spurious associations.  
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