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User : 1lya

Email . toropygin@rambler.ru

Search title : Submitted from Shidlovsky 080328 1l by Mascot Daemon on P4P800SE

MS data file 2 \\192.168.0.18\data on ultraflex-2\DATA\2008_Ilya\Shidlovsky\080328\001\0_J7\1\001__0_J7__1.dar
Database - NCBInr 20070307 (4984280 sequences; 1723577896 residues)

Taxonomy : Drosophila (fruit flies) (47828 sequences)

Timestamp : 2 Apr 2008 at 19:34:01 GMT

Top Score - 128 for gi|17137482, Origin recognition complex subunit 6 CG1584-PA [Drosophila melanogaster]

Probability Based Mowse Score

Protein score is -10*Log(P), where P is the probability that the observed match is a random event.
Protein scores greater than 59 are significant (p<0.05).
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Overview Table

Click on column header to jump to entry in results list.

Move mouse over any indicator to highlight identical peptides.
Click on an indicator to see details of individual match.

Use check boxes to select sub-set of queries for new search.
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Protein Summary Report (Submitted from Shidlovsky 080328 Il by Mascot Daemon on P4P800SE)
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transaminase 2 CG4233-PC,
[Drosophila melanogaster]
transaminase 2 CG4233-PB,

Origin recognition complex subunit 6 CG1584-PA [Drosophila melanogaster]

isoform C [Drosophila melanogaster]

isoform B [Drosophila melanogaster]

isoform B [Drosophila melanogaster]

Cc gene smaller hypothetical protein - fruit fly (Drosophila melanogaster)

Index
Accession Mass Score Description

1. @i]17137482 29220 128

2. gi]5081630 29220 128 origin recognition complex subunit 6 [Drosophila melanogaster]
3. gi]125808343 74578 47 GA11692-PA [Drosophila pseudoobscural

4. 0i]125981065 35464 45 GA16538-PA [Drosophila pseudoobscura]

5. @i]19920542 43668 42 Glutamate oxaloacetate

6. 0i]41617892 16447 41 TPA: TPA_inf: HDC09438

7. Qi]24580972 48142 40 Glutamate oxaloacetate

8. gi]24648595 514686 39 Dynein heavy chain at 93AB CG3723-PA [Drosophila melanogaster]
9. gi]24652928 12308 38 CG13171-PA [Drosophila melanogaster]

10. gi]116007482 123873 36 CG17665-PA, isoform A [Drosophila melanogaster]
11. @i]25012218 124807 36 LD02622p [Drosophila melanogaster]

12. Qi]62862334 66917 35 CG17443-PB.3 [Drosophila melanogaster]

13. gi]17933682 76201 35 small bristles CG1664-PA [Drosophila melanogaster]
14. @i]37911738 27160 34 ACP29AB [Drosophila melanogaster]

15. gi]24645951 59125 34 CG17230-PA, isoform A [Drosophila melanogaster]
16. Qi]24585597 21761 34 (CG31627-PA [Drosophila melanogaster]

17. @i |17737417 250151 33 crinkled CG7595-PB,

18. @i]40882425 250169 33 SD18415p [Drosophila melanogaster]

19. gi]125987181 249992 33 GA20466-PA [Drosophila pseudoobscura]
20. Q84912 3236 33

Results List

1. Qi]17137482 Mass: 29220 Score: 128

Expect: 7.6e-009 Queries matched: 10

Origin recognition complex subunit 6 CG1584-PA [Drosophila melanogaster]

Observed Mr(expt) Mr(calc) ppm Start End Miss
1209.61 1208.60 1208.65 -36.80 113 - 122 1
1225.61 1224.61 1224.64 -29.39 113 - 122 1
1414.71 1413.71 1413.73 -16.65 12 - 23 1
1430.71 1429.70 1429.72 -17.82 12 - 23 1
1462.72 1461.72 1461.75 -20.52 35 - 47 0
1609.80 1608.79 1608.79 -1.20 217 - 229 0
1737.89 1736.88 1736.89 -2.97 216 - 229 1
2045.01 2044.00 2043.98 11.1 240 - 257 1
2663.37 2662.37 2662.33 12.5 160 - 180 0
2878.52 2877.51 2877.46 18.3 158 - 180 1
No match to: 1201.67
2. ai]5081630 Mass: 29220 Score: 128

origin recognition

Observed Mr(expt) Mr(calc) ppm Start End Miss
1209.61 1208.60 1208.65 -36.80 113 - 122 1
1225.61 1224.61 1224.64 -29.39 113 - 122 1
1414.71 1413.71 1413.73 -16.65 12 - 23 1
1430.71 1429.70 1429.72 -17.82 12 - 23 1
1462.72 1461.72 1461.75 -20.52 35 - 47 0
1609.80 1608.79 1608.79 -1.20 217 - 229 0
1737.89 1736.88 1736.89 -2.97 216 - 229 1
2045.01 2044.00 2043.98 11.1 240 - 257 1
2663.37 2662.37 2662.33 12.5 160 - 180 0
2878.52 2877.51 2877.46 18.3 158 - 180 1
No match to: 1201.67

3. Qi 125808343 Mass: 74578 Score: 47 Expect: 1.

GA11692-PA [Drosophila pseudoobscura]

Observed Mr(expt) Mr(calc) ppm Start End Miss
1209.61 1208.60 1208.59 13.4 1- 11 1
1225.61 1224.61 1224.61 -6.10 287 - 297 0
1609.80 1608.79 1608.80 -6.25 34 - 48 O
1737.89 1736.88 1736.90 -7.64 33 - 48 1
2045.01 2044 .00 2044.06 -28.79 153 - 169 1

No match to:

4. Qi |125981065 Mass: 35464 Score: 45
GA16538-PA [Drosophila pseudoobscura]
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Peptide

R.KAEELMTLFK.G

.KAEELMTLFK.G + Oxidation (M)
-MGLREEPNVLEK.T

-MGLREEPNVLEK.T + Oxidation (M)
-STNVPLQINEYGK. I

-AHKPPPEDYEIWK . A

-KAHKPPPEDYEIWK . A

.LKELEASQSHMDSQLLEA.- + Oxidation (M)
-LMPFSNLRPSQFQLLEQQWER.M + Oxidation (M)
- SKLMPFSNLRPSQFQLLEQQWER.M + Oxidation (M)

A AARXRARXRXRXIOTARRZDT

Expect: 7.6e-009 Queries matched: 10
complex subunit 6 [Drosophila melanogaster]

Peptide

R.KAEELMTLFK.G

.KAEELMTLFK.G + Oxidation (M)
-MGLREEPNVLEK.T

-MGLREEPNVLEK.T + Oxidation (M)
-STNVPLQINEYGK. I

-AHKPPPEDYEIWK . A

-KAHKPPPEDYEIWK . A

.LKELEASQSHMDSQLLEA.- + Oxidation (M)
-LMPFSNLRPSQFQLLEQQWER.M + Oxidation (M)
- SKLMPFSNLRPSQFQLLEQQWER.M + Oxidation (M)

A AARXRARXRXRXRITARRZDT

1 Queries matched: 5

Peptide

-MGCMKWVGAVK .R

-ALTAPYPSYSR.A

-HGQCAFVPGICKPPR.V

-KHGQCAFVPGICKPPR.V

R_.NLCQFVLAIVPSPCDRK.F + 2 Propionamide (C)

A X D

1201.67, 1414.71, 1430.71, 1462.72, 2663.37, 2878.52

Expect: 1.4 Queries matched: 4


http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit1
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit11
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit12
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit14
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit16
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit17
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit18
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit19
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080402%2FF026868.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit20
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=4

Protein Summary Report (Submitted from Shidlovsky 080328 Il by Mascot Daemon on P4P800SE)

Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1201.67 1200.66 1200.65 9.11 291 - 301 1 K. ISAKCGDVIPK.L + Propionamide (C)
1225.61 1224 .61 1224 .59 11.1 100 - 110 0 R.NFVGWPSFSGK.Q
1414.71 1413.71 1413.76 -40.03 147 - 159 0 K.NVVELHGSGYVIK.C
1737.89 1736.88 1736.95 -40.26 128 - 142 1 R. IQSVVTQNVDRLHTK.A
No match to: 1209.61, 1430.71, 1462.72, 1609.80, 2045.01, 2663.37, 2878.52

5. Qi 19920542 Mass: 43668 Score: 42 Expect: 3 Queries matched: 4
Glutamate oxaloacetate transaminase 2 CG4233-PC, isoform C [Drosophila melanogaster]
Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1201.67 1200.66 1200.66 -0.24 309 - 318 1 K_.LMADRIIDVR.T
1414.71 1413.71 1413.75 -32.09 2- 15 O M._.GPPDAILGVTEAFK.K
1609.80 1608.79 1608.77 13.1 148 - 162 0 K.DTCALDFGGLIEDLK.K

1737.89 1736.88 1736.87 10.3 148 - 163 1 K.DTCALDFGGLIEDLKK. 1
No match to: 1209.61, 1225.61, 1430.71, 1462.72, 2045.01, 2663.37, 2878.52

6. Qgi]41617892 Mass: 16447 Score: 41 Expect: 4.1 Queries matched: 4
TPA: TPA_inf: HDC09438 [Drosophila melanogaster]
Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1209.61 1208.60 1208.68 -61.93 13 - 22 1 K.VHQKVVTGWR .N

1414.71 1413.71 1413.66 33.7 1 - 12 0 - .MYFIYGPHVCGK.V

1430.71 1429.70 1429.65 32.0 1- 12 0 - _.MYFIYGPHVCGK.V + Oxidation (M)
1609.80 1608.79 1608.79 1.29 23 - 36 0 R.NLDAVLSTWSNYAR.N

No match to: 1201.67, 1225.61, 1462.72, 1737.89, 2045.01, 2663.37, 2878.52

7. Qi 24580972 Mass: 48142 Score: 40 Expect: 4.5 Queries matched: 5
Glutamate oxaloacetate transaminase 2 CG4233-PB, isoform B [Drosophila melanogaster]
Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1201.67 1200.66 1200.66 -0.24 347 - 356 1 K.LMADRIIDVR.T
1209.61 1208.60 1208.66 -48.89 1- 10 1 -MSRTIIMTLK.D + Oxidation (M)
1225.61 1224.61 1224.66 -41.33 1- 10 1 - _MSRTIIMTLK.D + 2 Oxidation (M)
1609.80 1608.79 1608.77 13.1 186 - 200 0 K.DTCALDFGGLIEDLK.K

1737.89 1736.88 1736.87 10.3 186 - 201 1 K_.DTCALDFGGLIEDLKK. 1
No match to: 1414.71, 1430.71, 1462.72, 2045.01, 2663.37, 2878.52

8. Qi ]24648595 Mass: 514686 Score: 39 Expect: 6.3 Queries matched: 9
Dynein heavy chain at 93AB CG3723-PA [Drosophila melanogaster]
Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1201.67 1200.66 1200.67 -5.68 1138 - 1148 1 R.KADEGLLQTVK.E

1209.61 1208.60 1208.53 58.9 709 - 717 0 R.EVHYMQQMK.1 + Oxidation (M)
1225.61 1224.61 1224 .53 65.1 709 - 717 0 R_.EVHYMQQMK.1 + 2 Oxidation (M)
1414.71 1413.71 1413.77 -45.72 3860 - 3870 1 R.LCMIRALRPDR.M + Propionamide (C)
1430.71 1429.70 1429.68 12.7 3871 - 3882 0 R_MTYALADFIEEK.L
1462.72 1461.72 1461.65 46.3 3284 - 3294 0 K.FYEVYCDVEPK.R + Propionamide (C)
1609.80 1608.79 1608.75 24.2 4241 - 4253 0 K_.LPEEFNMVEIMNK.V + Oxidation (M)
1737.89 1736.88 1736.87 9.56 4201 - 4214 1 R.AENIFRTVFEMQPR.D
2878.52 2877.51 2877.60 -29.53 2657 - 2682 1 R_MTPNIVAATIALHNKCLQVFLPTAIK.S + Propionamide (C)
No match to: 2045.01, 2663.37
9. Qi 24652928 Mass: 12308 Score: 38 Expect: 7.2 Queries matched: 3

CG13171-PA [Drosophila melanogaster]
Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1462.72 1461.72 1461.73 -10.67 63 - 74 O R_.MELGLLCLQSER.N + Propionamide (C)
1737.89 1736.88 1736.84 26.6 61 - 74 1 K.CRMELGLLCLQSER.N + Oxidation (M); Propionamide (C)
2045.01 2044 .00 2044.08 -39.11 63 - 79 1 R.MELGLLCLQSERNVQLK.G + Propionamide (C)
No match to: 1201.67, 1209.61, 1225.61, 1414.71, 1430.71, 1609.80, 2663.37, 2878.52

10. gi 116007482 Mass: 123873 Score: 36 Expect: 12 Queries matched: 5
CG17665-PA, isoform A [Drosophila melanogaster]
Observed Mr(expt) Mr(calc) ppm Start End Miss Peptide
1209.61 1208.60 1208.65 -40.01 85 - 94 1 K.TYRDVTLVSR.D

1414.71 1413.71 1413.70 0.67 597 - 607 1 K.RNSYTWEAFLK.D
1462.72 1461.72 1461.64 51.3 49 - 60 0 K.EMHDMLSQAVCK.E + Propionamide (C)
1609.80 1608.79 1608.89 -59.58 444 - 457 0 K.QVIPNLQPLFESPK.L

2045.01 2044 .00 2044.08 -37.79 241 - 256 1 R. IPEFEQLWRDILFNPK .M
No match to: 1201.67, 1225.61, 1430.71, 1737.89, 2663.37, 2878.52
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Protein Summary Report (Submitted from Shidlovsky 080328 Il by Mascot Daemon on P4P800SE)

11. Qi |25012218
LD02622p [Drosophila melanogaster]

Mr(expt)

Observed
1209.61

1414.71
1462.72
1609.80

2045.01
No match

1208
1413
1461
1608
2044

Mass:

.60
.71
.72
.79
.00

124807 Score:
Mr(calc) ppm
1208.65 -40.01
1413.70 0.67
1461.64 51.3
1608.89 -59.58
2044.08 -37.79

Expect: 13 Queries matched: 5

36
Start End Miss
85 - 94 1
597 - 607 1
49 - 60 0
444 - 457 0
241 - 256 1

Peptide

K.TYRDVTLVSR.D

K.RNSYTWEAFLK.D

K_.EMHDMLSQAVCK.E + Propionamide (C)
K.QVIPNLQPLFESPK.L

R. 1PEFEQLWRDILFNPK .M

to: 1201.67, 1225.61, 1430.71, 1737.89, 2663.37, 2878.52

12. Qi |62862334
CG17443-PB.3 [Drosophila melanogaster]
Mr(expt) Mr(calc)

Observed
1209.61
1430.71
1609.80

1737.89
No match

1208
1429
1608
1736

Mass:

.60
.70
.79
.88

66917

1208.
1429.
1608.
1736.
to: 1201.67, 1225.61, 1414.71, 1462.

63
77
85
95

Score: 35
ppm Start
-21.37 394
-48.77 351
-36.95 254
-36.08 253

Expect: 14 Queries matched: 4

End Miss
403 1
362 1
267 0
267 1

Peptide
R.IKEALEYESK.N
R.AIDEIHHDKKPK.S
K.LQFYINIASENIGK.M
K.KLQFYINIASENIGK .M

72, 2045.01, 2663.37, 2878.52

Expect: 17 Queries matched: 4

Peptide

R.LLNGEENRTR.N

R.TYVVVPQNNGFCIR.N

K.YGRLACVSTLDEWPK.T
K.FGKLMPNSFGWYQVTLQNAQIYEK.E + Oxidation (M)

1462.72, 2045.01, 2663.37

Expect: 20 Queries matched: 3

Peptide

K.VGSRHFHIEK.N

K.SFVCQADQWA.- + Propionamide (C)
R_.HHASNIEASNNIKMR.R + Oxidation (M)

1462.72, 1609.80, 2045.01, 2663.37, 2878.52

Expect: 21 Queries matched: 5

Peptide

K.LEMEAKLYGR.W

K.LEMEAKLYGR.W + Oxidation (M)

K.QISLCINMLHR_.M + Oxidation (M); Propionamide (C)
R.DQQEKEAALNER.R

R.SEVDMQRLNQSR.S

13. gi 17933682 Mass: 76201 Score: 35

small bristles CG1664-PA [Drosophila melanogaster]

Observed Mr(expt) Mr(calc) ppm Start End Miss
1201.67 1200.66 1200.62 36.2 431 - 440 1
1609.80 1608.79 1608.81 -10.31 510 - 523 0
1737.89 1736.88 1736.86 16.0 444 - 458 1
2878.52 2877.51 2877.42 33.5 103 - 126 1
No match to: 1209.61, 1225.61, 1414.71, 1430.71,

14. Qi |37911738 Mass: 27160 Score: 34

ACP29AB [Drosophila melanogaster]

Observed Mr(expt) Mr(calc) ppm Start End Miss
1209.61 1208.60 1208.64 -31.81 117 - 126 1
1225.61 1224.61 1224 .52 67.8 225 - 234 O
1737.89 1736.88 1736.84 26.4 98 - 112 1
No match to: 1201.67, 1414.71, 1430.71,

15. gi 24645951 Mass: 59125 Score: 34

CG17230-PA, isoform A [Drosophila melanogaster]

Observed Mr(expt) Mr(calc) ppm Start End Miss
1209.61 1208.60 1208.62 -15.98 128 - 137 1
1225.61 1224.61 1224.62 -8.85 128 - 137 1
1414.71 1413.71 1413.72 -12.05 291 - 301 0
1430.71 1429.70 1429.68 12.8 64 - 75 1
1462.72 1461.72 1461.70 11.6 467 - 478 1
No match to: 1201.67, 1609.80, 1737.89, 2045.01, 2663.37, 2878.52

16. Qi | 24585597
CG31627-PA [Drosophila melanogaster]
Mr(expt) Mr(calc)

Observed
1462.72

1609.80

2045.01
No match

1461
1608
2044

Mass:

.72
.79
-00

21761

1461.
1608.
2043.

69
82
99

Score:

ppm
16.5

-18.95
6.49

Expect: 21 Queries matched: 3

34

Start End Miss
110 - 121 1
64 - 77 1
161 - 176 0

Peptide
K.DRIWDAIADEMK.A
R.KTPITFSPSPEFMK.T
K.LFYSDNLLFLNHMFDR.E

to: 1201.67, 1209.61, 1225.61, 1414.71, 1430.71, 1737.89, 2663.37, 2878.52

17. gi|17737417
crinkled CG7595-PB,
Mr(expt)

Observed
1209.61

1225.61
1737.89
2045.01
2663.37
2878.52
No match

1208.
1224.
1736.
2044.
2662.
2877.
to: 1201.67, 1414.71, 1430.71, 1462.

18. Qi ]40882425
SD18415p [Drosophila melanogaster]

Mass:

60
61
88
00
37
51

Mass:

250151 Score: 33 Expect: 22
isoform B [Drosophila melanogaster]
Mr(calc) ppm Start End Miss
1208.67 -55.94 1457 - 1465 1
1224 .59 14.4 1695 - 1703 1
1736.88 -0.40 1248 - 1262 0
2043.92 41.2 2032 - 2050 1
2662.24 48.5 1584 - 1607 0
2877.51 -0.50 180 - 204 1

250169

Score:

file:///C|/Users/samsung/Desktop/re(4)/001.htm[01.03.2016 17:09:14]

33

Queries matched: 6

Peptide

K.YKWPLLFSR.F

R.SEELWRYSR.D

K.KPIMLPITFMDGNTK.T + 2 Oxidation (M)
K.RSIVASYNQDGGMTSEDAK.V + Oxidation (M)

K_.GDL I ILEDESCGESVLNNGWCIGR.C + Propionamide (C)
K.HSWIEQQILEANPILEAFGNAKTIR.N

72, 1609.80

Expect: 23 Queries matched: 6


http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=16
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=17
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026868.dat&hit=18

Protein Summary Report (Submitted from Shidlovsky 080328 Il by Mascot Daemon on P4P800SE)

End Miss
1465 1
1703 1
1262 0
2050 1
1607 0

204 1
72, 1609.80
Expect: 23

End Miss
1465 1
1704 1
1262 0
2051 1
1607 0

204 1
72, 1609.80

Peptide

K.YKWPLLFSR.F

R.SEELWRYSR.D

K.KPIMLPITFMDGNTK.T + 2 Oxidation (M)
K.RSIVASYNQDGGMTSEDAK.V + Oxidation (M)

K_.GDL I ILEDESCGESVLNNGWCIGR.C + Propionamide (C)
K_.HSWIEQQILEANPILEAFGNAKTIR.N

Queries matched: 6

Peptide

K.YKWPLLFSR.F

R.SEELWRYSR.D

K.KPIMLPITFMDGNTK.T + 2 Oxidation (M)
K.RSIVASYNQDGGMTSEDAK.V + Oxidation (M)

K.GDLI ILEDESCGESVLNNGWCIGR.C + Propionamide (C)
K.HSWIEQQILEANPILEAFGNAKTIR.N

Expect: 25 Queries matched: 2

ptide
I1GQMGSEWRFGWR .C

Observed Mr(expt) Mr(calc) ppm Start
1209.61 1208.60 1208.67 -55.94 1457 -
1225.61 1224.61 1224 .59 14.4 1695 -
1737.89 1736.88 1736.88 -0.40 1248 -
2045.01 2044 .00 2043.92 41.2 2032 -
2663.37 2662.37 2662.24 48.5 1584 -
2878.52 2877.51 2877.51 -0.50 180 -
No match to: 1201.67, 1414.71, 1430.71, 1462.
19. i]12 7181 Mass: 249992 Score: 33
GA20466-PA [Drosophila pseudoobscura]
Observed Mr(expt) Mr(calc) ppm Start
1209.61 1208.60 1208.67 -55.94 1457 -
1225.61 1224.61 1224.59 14.4 1696 -
1737.89 1736.88 1736.88 -0.40 1248 -
2045.01 2044 .00 2043.92 41.2 2033 -
2663.37 2662.37 2662.24 48.5 1584 -
2878.52 2877.51 2877.51 -0.50 180 -
No match to: 1201.67, 1414.71, 1430.71, 1462.
20. Qi]84912 Mass: 3236 Score: 33
Cc gene smaller hypothetical protein - fruit fly (Drosophila melanogaster)
Observed Mr(expt) Mr(calc) ppm Start E
1609.80 1608.79 1608.76 18.5 9 -
2045.01 2044 .00 2043.94 29.5 1-

No match to:

Search Parameters

Type of search : Peptide Mass Fingerprint

Enzyme : Trypsin

Variable modifications : Oxidation (M),Propionamide
Mass values : Monoisotopic

Protein Mass : Unrestricted

Peptide Mass Tolerance : + 70 ppm

Peptide Charge State o1+

Max Missed Cleavages o1

Number of queries : 11

nd Miss Pe
21 1 R.
17 1 -.

©

MAAQFFNRIGQMGSEWR.F + Oxidation (M)

1201.67, 1209.61, 1225.61, 1414.71, 1430.71, 1462.72, 1737.89, 2663.37, 2878.52

Mascot: http://www.matrixscience.com/
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on PAPS00SE)
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I SelectAll | I SelectNone | | SearciBelected I
Index
Accessi on Mass Score Description
1. @i] 21356877 45150 123 CGr7351- PA [ Drosophila nel anogaster]
2. Qi]28572018 67234 60 (CG31033-PC, isoform C [Drosophila nel anogaster]
3. Qi|24644700 24259 48 (CG31488- PA [ Drosophila nel anogaster]
4. Qi| 24645344 49959 46 C@356- PA, isoform A [Drosophila nel anogaster]
5. @i|46409138 41280 44 RE57519p [Drosophila nel anogaster]
6. Qi | 125986859 24518 43 GA21566- PA [ Drosophil a pseudoobscura]
7. Qi| 28572022 48918 43 CG31033-PB, isoform B [Drosophila mel anogaster]
8. @i]| 28572020 45678 43 (CGE31033-PA, isoform A [Drosophila nel anogaster]
9. Qi|34398667 68439 42 heat shock protein 68 [Drosophila simulans]
10. gi| 34420078 69192 42 heat shock protein 68 [Drosophila sechellia]
11. gi| 24645058 40088 42 steaner duck CGr954-PC, isoform C [Drosophila nel anogaster]
12. gi| 13446608 135668 40 putative helicase Ski2 [Drosophila nel anogaster]
13. @i | 17933658 135682 40 tw ster CGL0210- PA [Drosophil a nel anogaster]
14. @i | 125806738 23562 40 GA17076- PA [Drosophil a pseudoobscur a]
15. Qi | 17737847 38665 38 steanmer duck CG7954-PA, isoform A [Drosophila nel anogaster]
16. gi| 25012563 37492 38 RE37740p [Drosophila nel anogaster]
17. gi]| 2612998 44349 38 vermlion [Drosophila pallidosa]
18. Qi | 2612996 44342 38 wvernmlion [Drosophila ananassae]
19. Qi | 24640802 105649 37 (CG32703- PA [Drosophila nel anogaster]
20. Qi | 24645056 39701 37 steamer duck CGr954-PB, isoform B [Drosophila nelanogaster]
Results List
1. Qi 21356877 Mass: 45150 Score: 123 Expect: 2.4e-008 Queries matched: 22
CGr351- PA [ Drosophil a nel anogaster]
bserved M (expt) M (calc) ppm Start End Mss Peptide
935. 48 934. 48 934. 44 43. 4 156 - 163 1 R. ASEEDTKR. L
985. 58 984. 57 984. 56 14.1 298 - 305 0 R DQELVLIR. S
988. 55 987.54 987. 50 39.6 387 - 395 0 K. QNPFPSVSL. -
1021. 61 1020. 60 1020. 59 16.7 306 - 314 0 R SG YLLVEK. L
1037.59 1036. 58 1036. 56 15.7 258 - 266 0 K. MLLGYLPSK. S + Oxidation (M
1170. 86 1169. 86 1169. 78 65. 6 248 - 257 0 R LI LI YLVPVK. M
1267. 67 1266. 66 1266. 68 -15.07 371 - 381 1 K. I KGYI SHAHNK. L
1326. 93 1325. 92 1325. 88 31.7 247 - 257 1 K. RLI LI YLVPVK. M
1389. 71 1388. 70 1388.72 -11.15 286 - 297 1 K. AGNVNRFDEI VR. D
1407. 80 1406. 79 1406. 74 35.0 164 - 175 0 R LGUMNLVNQLFK. |
1423. 80 1422. 80 1422. 74 42.0 164 - 175 0 R LGYUWNLVNQLFK. | + Oxidation (M
1437.74 1436. 73 1436. 72 9.11 200 - 211 0 K. DSFPLPEQ TYK. Y
1439. 81 1438. 80 1438. 73 46.9 164 - 175 0 R LGUWNLVNQLFK. | + 2 Oxidation (M
1523. 74 1522. 73 1522. 74 -2.08 126 - 138 0 K. HCQGFTPGHVLEK. A + Propi onani de (C)
1595. 86 1594. 85 1594. 83 11.1 163 - 175 1 K. RLGYWNLVNQLFK. | + 2 Oxidation (M
1672.91 1671.91 1671. 86 26. 6 272 - 285 0 R YDLLLFLDLAMAMK. A + Oxidation (M
1688. 98 1687. 97 1687. 86 67.2 272 - 285 0 R YDLLLFLDLAMAMK. A + 2 Oxidation (M
1692. 99 1691. 98 1691. 96 10.3 52 - 66 0 R. FLKPPLDEVVSAHLK. V
1744. 97 1743. 97 1743. 95 7.56 292 - 305 1 R. FDEI VRDQELVLI R. S
1904. 95 1903. 95 1903. 95 -4.66 32 - 47 0 R DVHVQNHNLY! AQPEK. L
2284. 20 2283. 20 2283.18 9. 02 272 - 291 1 R YDLLLFLDLAMAMKAGNVNR. F + Oxi dation (M
2300. 21 2299. 20 2299. 17 14.5 272 - 291 1 R YDLLLFLDLAMAMKAGNVNR. F + 2 Oxidation (M
No match to: 807.43, 842.51, 884.54, 913.45, 973.56, 995.53, 1009.58, 1033.51, 1036.56,
1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1277.70, 1307.66, 1308.62, 1323.66, 1365.72, 1383.70,
1426. 75, 1441.69, 1461.74, 1475.75, 1493.71, 1557.70, 1638.85, 1707.77, 1716.83, 1794.84, 1837.095,
1926. 89, 1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2225.12, 2357.12, 2510.10, 2705.09, 2788.25
2. gi| 28572018 Mass: 67234 Score: 60 Expect: 0.048 Queries matched: 14
CG31033-PC, isoform C [Drosophila nel anogaster]
Ohserved M (expt) M (calc) ppm Start End M ss Peptide
913. 45 912. 45 912.47 -29.04 185 - 191 1 R LMQYKSK. D + Oxi dation (M
935. 48 934. 48 934. 48 -3.49 435 - 442 0 R SI ACI ETK. F + Propi onani de (C)
973.56 972.55 972.50 50.7 213 - 220 1 K. RDLEDAVR. E
1036. 56 1035. 55 1035.61 -53.82 37 - 45 0 R LI DHVAQLK. A
1174. 57 1173. 56 1173.52 34.1 1 - 9 0 - . MSTEEHWR. A
1392. 71 1391. 71 1391.75 -30.41 407 - 418 1 K. VMAAKYVQEPI K. V + Oxidation (M
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1392. 71,
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1437.74 1436. 73 1436.76 -16.70 398 - 411 1 R HTLTGHSGKVMAAK. Y
1461. 74 1460. 73 1460. 72 8. 09 477 - 489 1 R TEKQADDVLMPAK. | + Oxidation (M
1475. 75 1474. 74 1474. 71 20.4 95 - 107 0 K. GENSQM VDLNXK. V
1595. 86 1594. 85 1594. 86 -4.12 134 - 147 0 R AEVQLLHSSLEELK. K
1692. 99 1691. 98 1691. 86 68. 2 518 - 531 1 R KNQVI STFTNEHFK. |
1837. 95 1836. 95 1836. 92 14. 4 119 - 133 1 K. EHSLVEQQTNNNRLR. A
1926. 89 1925. 88 1925.94 -29.61 310 - 325 1 K. | LMKFEAHENESHAVR. W + Oxi dation (M
2357.12 2356. 11 2356. 12 -3.85 572 - 594 0 K. GHSTAVNAVSWEPNNNMLASVGK. N + Oxi dation (M
No match to: 807.43, 842.51, 884.54, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1037.59, 1098.49, 1109. 54,
1114.49, 1170.86, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70, 1307.66, 1308.62, 1323.66, 1326.93,
1365. 72, 1383.70, 1389.71, 1407.80, 1423.80, 1426.75, 1439.81, 1441.69, 1493.71, 1523.74, 1557.70, 1638. 85,
1672.91, 1688.98, 1707.77, 1716.83, 1744.97, 1794.84, 1889.88, 1904.95, 1942.92, 1994.06, 2013.11, 2150. 16,
2211.10, 2225.12, 2284.20, 2300.21, 2510.10, 2705.09, 2788.25
3. Qi | 24644700 Mass: 24259 Score: 48 Expect: 0.71 Queries matched: 8
CG31488- PA [ Drosophi | a el anogast er]
bserved M (expt) M (calc) ppm Start End M ss Peptide
935. 48 934. 48 934. 46 15.5 1 - 8 0 -.MIPVICGK T + Oxidation (M; Propionanide (C)
1021. 61 1020. 60 1020. 54 66.0 104 - 111 1 R FVEDRSLR. F
1179. 58 1178. 57 1178.63 -47.37 23 - 32 1 K. AFSTLVEREK. L
1389.71 1388. 70 1388.74 -31.71 2 - 14 1 M TPVI CCKTSQTIVR. S
1437. 74 1436. 73 1436. 70 24.3 33 - 45 0 K. LSPCEAAVSELYR. T
1837. 95 1836. 95 1836. 87 42.0 115 - 131 0 R. | | VDSSSMGVMGHVFAR. C
2211.10 2210. 10 2210.24 -62.58 185 - 203 1 R YFI AFLPEKI | ALESLSTR. R
2225.12 2224.11 2224. 04 34.5 115 - 134 1 R | | VDSSSMGVMGHVFARCGR. W + Propi onani de ( Q)
No match to: 807.43, 842.51, 884.54, 913.45, 973.56, 985.58, 988.55, 995.53, 1009.58, 1033.51, 1036.56, 1037.59,
1098. 49, 1109.54, 1114.49, 1170.86, 1174.57, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70, 1307.66, 1308.62,
1323. 66, 1326.93, 1365.72, 1383.70, 1392.71, 1407.80, 1423.80, 1426.75, 1439.81, 1441.69, 1461.74, 1475.75,
1493. 71, 1523.74, 1557.70, 1595.86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1794. 84,
1889. 88, 1904.95, 1926.89, 1942.92, 1994.06, 2013.11, 2150.16, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
4. Qi | 24645344 Mass: 49959 Score: 46 Expect: 1.3 Queries matched: 9
C®356- PA, isof orm A [Drosophila mel anogaster]
bserved M (expt) M (calc) ppm Start End Mss Peptide
884.54 883.53 883. 54 -6.18 51 - 57 1 K. RPQLSRK. D
1277.70 1276. 70 1276. 61 69. 2 58 - 69 0 K. DSSWQEAVMGR. K
1461. 74 1460. 73 1460. 67 42.1 211 - 221 1 R. DERNYFQAQYK. F
1475. 75 1474. 74 1474. 68 40.7 35 - 48 0 K. TESElI PASADVDNK. V
1493. 71 1492. 71 1492. 71 -1.77 382 - 395 0 K. LSSASTSPLCEAEK. Y + Propi onani de (C)
1794. 84 1793. 84 1793. 77 38.5 2 - 18 1 M EANESAMPGTDKSQACR. T
1904. 95 1903. 95 1903.97 -13.73 400 - 416 0 R ALEFI SQPLMATDEAI R. A
2013. 11 2012. 10 2012. 09 4.54 160 - 177 1 R. DKNNLDI AVLVDQVSTLR. T
2225.12 2224.11 2224.12 -4.30 71 - 91 0 K. TSTSSGHSSNLPLPGLHTLYR. R
No match to: 807.43, 842.51, 913.45, 935.48, 973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1036. 56,
1037.59, 1098.49, 1109.54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1307.66,
1308. 62, 1323.66, 1326.93, 1365.72, 1383.70, 1389.71, 1392.71, 1407.80, 1423.80, 1426.75, 1437.74, 1439.81,
1441. 69, 1523.74, 1557.70, 1595.86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1837.95,
1889. 88, 1926.89, 1942.92, 1994.06, 2150.16, 2211.10, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
5. Qi | 46409138 Mass: 41280 Score: 44 Expect: 2 Queries matched: 9
RE57519p [ Drosophi |l a el anogast er]
Observed M (expt) M (calc) ppm Start End M ss Peptide
973.56 972.55 972.51 43.1 352 - 359 1 K. KNI PTCNI . - + Propi onani de (C)
995. 53 994. 52 994.53 -10.93 293 - 300 1 K. KI' YEEVSK. H
1036. 56 1035. 55 1035. 56 -9.13 2 - 10 0 M LAHNLGFHK. K
1037.59 1036. 58 1036. 56 18.9 343 - 350 0 K. SDLI YW K. K
1277.70 1276. 70 1276. 69 2.86 220 - 230 1 K. KGCGONWFI SLK. S
1392. 71 1391. 71 1391.78 -54.13 340 - 350 1 K. NLKSDLI YW K. K
1407. 80 1406. 79 1406. 72 50. 6 294 - 304 1 K. | YEEVSKHFQK. L
1437. 74 1436. 73 1436. 74 -8.87 13 - 24 1 R LFSNMKAVLQDR. G + Oxidation (M
2788.25 2787.24 2787.32 -27.88 251 - 274 0 K. VADCI CLMBMGHLESVPVDI HI YR | + Oxidation (M; Propionanide (C)
No match to: 807.43, 842.51, 884.54, 913.45, 935.48, 985.58, 988.55, 1009.58, 1021.61, 1033.51, 1098.49, 1109. 54,
1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1307.66, 1308.62, 1323.66, 1326.93,
1365. 72, 1383.70, 1389.71, 1423.80, 1426.75, 1439.81, 1441.69, 1461.74, 1475.75, 1493.71, 1523.74, 1557.70,
1595. 86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95, 1889.88, 1904. 95,
1926.89, 1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2225.12, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09
6. Qi | 125986859 Mass: 24518 Score: 43 Expect: 2.3 Queries matched: 7
GA21566- PA [ Drosophi | a pseudoobscur a]
Observed M (expt) M (calc) ppm Start End Mss Peptide
842.51 841. 50 841. 45 64.3 212 - 219 1 K. AAKAVHI T. -
1179. 58 1178. 57 1178. 56 11.5 179 - 188 0 R. GTDELI CTTR. R + Propi onani de (C)
1234. 65 1233. 64 1233. 62 16.8 190 - 200 1 R SI DEVTESARK. G
1308. 62 1307. 61 1307.64 -20.38 200 - 211 1 R KGVDEI SVQASK. A + Oxi dation (M
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1426. 75 1425. 75 1425. 66 63. 4 73 - 85 1 K. SCFASERSTVDPK. T
1638. 85 1637. 84 1637. 84 3.19 88 - 100 1 R QWLKTNNLTFCR. N + Propi onani de (C)
1904. 95 1903. 95 1903. 93 5. 36 25 - 41 0 K. YPNPMTPSI | GTDWER. Q + Oxi dation (M
No natch to: 807.43, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1036. 56,
1037.59, 1098.49, 1109.54, 1114.49, 1170.86, 1174.57, 1192.75, 1207.71, 1267.67, 1277.70, 1307.66, 1323.66,
1326.93, 1365.72, 1383.70, 1389.71, 1392.71, 1407.80, 1423.80, 1437.74, 1439.81, 1441.69, 1461.74, 1475.75,
1493. 71, 1523.74, 1557.70, 1595.86, 1672.91, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95,
1889. 88, 1926.89, 1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2225.12, 2284.20, 2300.21, 2357.12, 2510. 10,
2705. 09, 2788.25
7. Qi | 28572022 Mass: 48918 Score: 43 Expect: 2.3 Queries matched: 10
CG31033- PB, isoform B [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide
913. 45 912. 45 912.47 -29.04 26 - 32 1 R LMQYKSK. D + Oxidation (M
935. 48 934. 48 934. 48 -3.49 276 - 283 0 R SI ACI ETK. F + Propi onani de (O
973. 56 972.55 972.50 50.7 54 - 61 1 K. RDLEDAVR. E
1036. 56 1035. 55 1035. 48 68.7 229 - 236 0 R VWIVMDNR. L + Oxidation (M
1392. 71 1391. 71 1391.75 -30.41 248 - 259 1 K. VMAAKYVQEPI K. V + Oxi dation (M
1437. 74 1436. 73 1436.76 -16.70 239 - 252 1 R, HTLTGHSGKVMAAK. Y
1461. 74 1460. 73 1460. 72 8. 09 318 - 330 1 R. TEKQADDVLMPAK. | + Oxidation (M
1692. 99 1691. 98 1691. 86 68. 2 359 - 372 1 R KNQVI STFTNEHFK. |
1926. 89 1925. 88 1925.94 -29.61 151 - 166 1 K. | LMKFEAHENESHAVR. W + Oxi dation (M
2357.12 2356. 11 2356. 12 -3.85 413 - 435 0 K. GHSTAVNAVSWEPNNNMLASVGK. N + Oxi dation (M
No match to: 807.43, 842.51, 884.54, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1037.59, 1098.49, 1109. 54,
1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70, 1307.66, 1308.62, 1323.66,
1326.93, 1365.72, 1383.70, 1389.71, 1407.80, 1423.80, 1426.75, 1439.81, 1441.69, 1475.75, 1493.71, 1523. 74,
1557.70, 1595.86, 1638.85, 1672.91, 1688.98, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95, 1889.88, 1904. 95,
1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2225.12, 2284.20, 2300.21, 2510.10, 2705.09, 2788.25
8. Qi | 28572020 Mass: 45678 Score: 43 Expect: 2.5 Queries matched: 9
CG31033- PA, isoform A [Drosophila nel anogaster]
Ohserved M (expt) M (calc) ppm Start End M ss Peptide
935. 48 934. 48 934. 48 -3.49 250 - 257 0 R SI AClI ETK. F + Propi onani de (C)
973.56 972.55 972.50 50.7 28 - 35 1 K. RDLEDAVR. E
1036. 56 1035. 55 1035. 48 68.7 203 - 210 0 R VWWVMDNR. L + Oxidation (M
1392. 71 1391. 71 1391.75 -30.41 222 - 233 1 K. VMAAKYVQEPI K. V + Oxidation (M
1437.74 1436. 73 1436.76 -16.70 213 - 226 1 R HTLTGHSGKVMAAK. Y
1461. 74 1460. 73 1460. 72 8. 09 292 - 304 1 R TEKQADDVLMPAK. | + Oxidation (M
1692. 99 1691. 98 1691. 86 68. 2 333 - 346 1 R KNQVI STFTNEHFK. |
1926. 89 1925. 88 1925.94 -29.61 125 - 140 1 K. | LMKFEAHENESHAVR. W + Oxi dation (M
2357.12 2356. 11 2356. 12 -3.85 387 - 409 0 K. GHSTAVNAVSWEPNNNMLASVGK. N + Oxi dation (M
No match to: 807.43, 842.51, 884.54, 913.45, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1037.59, 1098. 49,
1109. 54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70, 1307.66, 1308.62,
1323. 66, 1326.93, 1365.72, 1383.70, 1389.71, 1407.80, 1423.80, 1426.75, 1439.81, 1441.69, 1475.75, 1493.71,
1523. 74, 1557.70, 1595.86, 1638.85, 1672.91, 1688.98, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95, 1889. 88,
1904. 95, 1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2225.12, 2284.20, 2300.21, 2510.10, 2705.09, 2788.25
9. Qi | 34398667 Mass: 68439 Score: 42 Expect: 3 Queries natched: 10
heat shock protein 68 [Drosophila simulans]
Ohserved M (expt) M (calc) ppm Start End Mss Peptide
807.43 806. 42 806. 38 46. 8 510 - 516 0 R MLSEAEK. Y
1323. 66 1322. 65 1322. 64 10.8 69 - 79 1 R. FDDSKI QDDI K. H
1389. 71 1388. 70 1388.72 -14.04 229 - 239 1 R. LVNHFAEEFKR. K
1392. 71 1391.71 1391.71 -1.37 558 - 569 1 K. NSI LERCSETI K. W
1426. 75 1425. 75 1425. 74 4.05 74 - 84 1 K. | QDDI KHWPFK. V
1557. 70 1556. 69 1556. 78 -55.65 118 - 131 1 K. MKETAEAYLGITVK. D + Oxi dation (M
1716. 83 1715. 82 1715.79 14.8 586 - 599 1 K. LKEMEQFCSPI MTK. M + 2 Oxidation (M
2013. 11 2012. 10 2011. 96 69.5 100 - 117 1 K. GADKCFSPEEI SSMWLTK. M + Propi onani de (C)
2211.10 2210. 10 2210. 06 16.5 532 - 551 1 R NQLETYVFAVKEAAENGGDR. |
2300. 21 2299. 20 2299.24 -16.78 462 - 483 1 R. GVPKI DVTFDLDANG LNVTAK. E
No match to: 842.51, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1036. 56,
1037.59, 1098.49, 1109.54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70,
1307. 66, 1308.62, 1326.93, 1365.72, 1383.70, 1407.80, 1423.80, 1437.74, 1439.81, 1441.69, 1461.74, 1475.75,
1493. 71, 1523.74, 1595.86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1744.97, 1794.84, 1837.95, 1889. 88,
1904. 95, 1926.89, 1942.92, 1994.06, 2150.16, 2225.12, 2284.20, 2357.12, 2510.10, 2705.09, 2788.25
10. Qi | 34420078 Mass: 69192 Score: 42 Expect: 3.2 Queries matched: 10
heat shock protein 68 [Drosophila sechellia]
Observed M (expt) M (calc) ppm Start End M ss Peptide
807.43 806. 42 806. 38 46. 8 510 - 516 0 R M_.SEAEK. Y
1323. 66 1322. 65 1322. 64 10.8 69 - 79 1 R. FDDSKI QDDI K. H
1389. 71 1388. 70 1388.72 -14.04 229 - 239 1 R. LVNHFAEEFKR. K
1392. 71 1391. 71 1391. 71 -1.37 558 - 569 1 K. NSI LERCSETI K. W
1426. 75 1425. 75 1425. 74 4. 05 74 - 84 1 K. 1 QDDI KHWPFK. V
1557. 70 1556. 69 1556. 78 -55.65 118 - 131 1 K. MKETAEAYLGITVK. D + Oxidation (M
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1716. 83 1715. 82 1715.79 14.8 586 - 599 1 K. LKEMEQFCSPI MTK. M + 2 Oxidation (M
2013.11 2012. 10 2011. 96 69.5 100 - 117 1 K. GADKCFSPEEI SSWLTK. M + Propi onanmi de (C)
2211.10 2210. 10 2210. 06 16.5 532 - 551 1 R NQLETYVFAVKEAAENGGDR. |
2300. 21 2299. 20 2299.24 -16.78 462 - 483 1 R. GVPKI DVTFDLDANG LNVTAK. E
No match to: 842.51, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1036. 56,
1037.59, 1098.49, 1109.54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70,
1307. 66, 1308.62, 1326.93, 1365.72, 1383.70, 1407.80, 1423.80, 1437.74, 1439.81, 1441.69, 1461.74, 1475.75,
1493. 71, 1523.74, 1595.86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1744.97, 1794.84, 1837.95, 1889. 88,
1904. 95, 1926.89, 1942.92, 1994.06, 2150.16, 2225.12, 2284.20, 2357.12, 2510.10, 2705.09, 2788.25
11. Qi | 24645058 Mass: 40088 Score: 42 Expect: 3.2 Queries matched: 11
st eamer duck CG7954-PC, isoform C [Drosophila nel anogaster]
Ohserved M (expt) M (calc) ppm Start End Mss Peptide
807. 43 806. 42 806. 38 54.9 108 - 113 0 R CQLCAK. E + 2 Propionanide (C
995. 53 994. 52 994. 48 43.5 114 - 122 0 K. ELADCGFI K. N
1267. 67 1266. 66 1266. 64 19.9 138 - 148 1 K. AEI TGRYVCX. C
1383. 70 1382. 69 1382. 64 37.3 324 - 333 1 K. CYDRFPNELR. R + Propi onani de (C)
1392. 71 1391. 71 1391. 66 36.1 232 - 242 0 K. HWHVEHFVCAK. C
1716. 83 1715. 82 1715. 77 26.7 205 - 218 1 R CHDKMA Pl CGACR. R + 3 Propi onani de (O
1904. 95 1903. 95 1903. 87 39.4 6 - 23 0 K. AEWQAANVSLGAVHCTR. C + Oxidation (M
1942. 92 1941. 91 1941.97 -29.97 209 - 224 1 K. M3 Pl CGACRRPI EER. V + 2 Propi onanmi de (C)
1994. 06 1993. 05 1992. 95 49. 3 188 - 204 0 K. SRPGLAANDMNELYCLR. C + Propi onami de (C)
2211.10 2210. 10 2209. 95 65.0 291 - 309 1 K. AWCVHHFACSVCDTKMIQK. S + Oxi dation (M
2225.12 2224.11 2223.98 60. 4 96 - 113 1 K. AMBASVHPQCFRCQLCAK. E + Oxidation (M; 2 Propionanide (O
No match to: 842.51, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 1009.58, 1021.61, 1033.51, 1036.56, 1037.59,
1098. 49, 1109.54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1277.70, 1307.66, 1308.62,
1323. 66, 1326.93, 1365.72, 1389.71, 1407.80, 1423.80, 1426.75, 1437.74, 1439.81, 1441.69, 1461.74, 1475.75,
1493. 71, 1523.74, 1557.70, 1595.86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1744.97, 1794.84, 1837.95,
1889. 88, 1926.89, 2013.11, 2150.16, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
12. Qi | 13446608 Mass: 135668 Score: 40 Expect: 4.8 Queries matched: 15
putative helicase Ski2 [Drosophila nelanogaster]
Ohserved M (expt) M (calc) ppm Start End M ss Peptide
807. 43 806. 42 806. 40 32.9 479 - 485 1 K. EMQGKAK. G + Oxidation (M
913. 45 912. 45 912.50 -60.83 1167 - 1175 0 R | GN\PGLQSK. M
973. 56 972.55 972.59 -38.41 871 - 879 0 K.AIDISITK S
995. 53 994. 52 994. 49 32.2 633 - 640 1 K. KFDGLEMR. N
1234. 65 1233. 64 1233. 63 6. 59 486 - 498 1 K. GGGGGPRNHLNAK. Q
1407. 80 1406. 79 1406. 78 9.73 304 - 315 1 R DLTRTI YTSPI K. A
1475. 75 1474. 74 1474. 68 37.5 1 - 12 1 - . MNEI RGEDNLER. L
1493. 71 1492. 71 1492.74 -21.21 179 - 192 1 K. LTRSEETSSTGIPK. S
1523. 74 1522. 73 1522.83 -66.37 548 - 560 1 K. GAVQKFFLQCLAK. L + Propi onani de (C)
1692. 99 1691. 98 1691. 96 8. 36 698 - 711 1 R YAVI LTCLRI ESI K. V + Propi onani de (C)
1904. 95 1903. 95 1903.99 -23.77 274 - 290 1 K. LEQRQYVFVAAHTSACGK. T
1926. 89 1925. 88 1926. 00 -61.59 853 - 870 0 R NMIFQPVGE GGHTVLDI K. A
1942. 92 1941. 91 1942.00 -44.58 853 - 870 0 R NMIFQPVA GGHTVLDI K. A + Oxidation (M
1994. 06 1993. 05 1992. 93 62.2 233 - 249 0 K. SDWAEMVDI SQPI NNFK. E
2357.12 2356. 11 2356. 13 -6.98 634 - 653 1 K. FDGLEMRNLKPGEYI QVAGR. A + 2 Oxidation (M
No match to: 842.51, 884.54, 935.48, 985.58, 988.55, 1009.58, 1021.61, 1033.51, 1036.56, 1037.59, 1098.49, 1109.54,
1114. 49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1267.67, 1277.70, 1307.66, 1308.62, 1323.66, 1326.93,
1365. 72, 1383.70, 1389.71, 1392.71, 1423.80, 1426.75, 1437.74, 1439.81, 1441.69, 1461.74, 1557.70, 1595. 86,
1638. 85, 1672.91, 1688.98, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95, 1889.88, 2013.11, 2150.16, 2211.10,
2225.12, 2284.20, 2300.21, 2510.10, 2705.09, 2788.25
13. Qi | 17933658 Mass: 135682 Score: 40 Expect: 4.8 Queries matched: 15
twi ster CGL0210- PA [ Drosophila mel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide
807. 43 806. 42 806. 40 32.9 479 - 485 1 K. EMQ&KAK. G + Oxi dation (M
913. 45 912. 45 912.50 -60.83 1167 - 1175 0 R | GNPGLQSK. M
973. 56 972.55 972.59 -38.41 871 - 879 0 K.AIDISITK S
995. 53 994. 52 994. 49 32.2 633 - 640 1 K. KFDGLEMR. N
1234. 65 1233. 64 1233. 63 6. 59 486 - 498 1 K. GGGGGPRNHLNAK. Q
1407. 80 1406. 79 1406. 78 9.73 304 - 315 1 R DLTRTI YTSPI K. A
1475. 75 1474. 74 1474. 68 37.5 1 - 12 1 - . MNEI RGEDNLER. L
1493. 71 1492. 71 1492. 74 -21.21 179 - 192 1 K. LTRSEETSSTGTPK. S
1523. 74 1522. 73 1522.83 -66.37 548 - 560 1 K. GAVQKFFLQCLAK. L + Propi onani de (C)
1692. 99 1691. 98 1691. 96 8. 36 698 - 711 1 R YAVI LTCLRI ESI K. V + Propi onani de (C)
1904. 95 1903. 95 1903.99 -23.77 274 - 290 1 K. LEQRQYVFVAAHTSAGK. T
1926. 89 1925. 88 1926.00 -61.59 853 - 870 0 R NMIFQPVG GGHTVLDI K. A
1942. 92 1941. 91 1942.00 -44.58 853 - 870 0 R NMIFQPVG GGHTVLDI K. A + Oxidation (M
1994. 06 1993. 05 1992. 93 62.2 233 - 249 0 K. SDWAEMVDI SQPI NNFK. E
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14.

15.

16.

17.

2357.12 2356. 11 2356. 13 -6.98 634 -
No match to: 842.51, 884.54, 935.48, 985.58
1114.49, 1170.86, 1174.57, 1179.58, 1192.75
1365. 72, 1383.70, 1389.71, 1392.71, 1423.80
1638.85, 1672.91, 1688.98, 1707.77, 1716.83
2225.12, 2284.20, 2300.21, 2510.10, 2705.09
Qi | 125806738 Mass: 23562 Score: 40
GA17076- PA [Drosophil a pseudoobscur aj
Ohserved M (expt) M (calc) ppm Start
1036. 56 1035. 55 1035. 50 51.6 131 -
1323. 66 1322. 65 1322.70 -39.23 20 -
1392. 71 1391. 71 1391. 65 39.9 140 -
1475. 75 1474. 74 1474.83 -58.90 78 -
2284. 20 2283. 20 2283. 22 -9.80 9 -
2510. 10 2509. 09 2509. 11 -6.61 187 -

No match to: 807.43, 842.51, 884.54, 913.45

1037.59, 1098.49, 1109.54, 1114.49, 1170.86

1307. 66, 1308.62, 1326.93, 1365.72, 1383.70

1461. 74, 1493.71, 1523.74, 1557.70, 1595. 86

1794.84, 1837.95, 1889.88, 1904.95, 1926.89

2357.12, 2705.09, 2788.25

Qi | 17737847 Mass: 38665 Score: 38

st eamer duck CG7954-PA, isoform A [ Drosophi

bserved M (expt) M (calc) ppm Start
807. 43 806. 42 806. 38 54.9 95 -
995. 53 994. 52 994. 48 43.5 101 -

1267. 67 1266. 66 1266. 64 19.9 125 -
1383. 70 1382. 69 1382. 64 37.3 311 -
1392. 71 1391. 71 1391. 66 36.1 219 -
1716. 83 1715. 82 1715. 77 26.7 192 -
1942. 92 1941.91 1941.97 -29.97 196 -
1994. 06 1993. 05 1992. 95 49. 3 175 -
2211.10 2210. 10 2209. 96 63.9 2 -
2225.12 2224.11 2223.98 60. 4 83 -

No nmatch to: 842.51, 884.54, 913.45, 935.48

1098. 49, 1109.54, 1114.49, 1170.86, 1174.57

1323.66, 1326.93, 1365.72, 1389.71, 1407.80

1493. 71, 1523.74, 1557.70, 1595.86, 1638.85

1889. 88, 1904.95, 1926.89, 2013.11, 2150.16

Qi | 25012563 Mass: 37492 Score: 38

RE37740p [ Drosophil a nel anogast er]

Observed M (expt) M (calc) ppm Start
935. 48 934. 48 934. 44 35.5 272 -
973. 56 972.55 972.51 43.1 37 -
988. 55 987.54 987.58 -37.50 102 -

1036. 56 1035. 55 1035. 53 24.0 126 -
1179. 58 1178. 57 1178.62 -41.84 1 -
1392. 71 1391. 71 1391.73 -19.46 123 -
1437. 74 1436. 73 1436. 74 -3.40 126 -
1475. 75 1474. 74 1474.76 -12.74 52 -
1716. 83 1715. 82 1715.93 -65.70 37 -

No match to: 807.43, 842.51, 884.54, 913.45

1114.49, 1170.86, 1174.57, 1192.75, 1207.71

1365. 72, 1383.70, 1389.71, 1407.80, 1423.80

1595. 86, 1638.85, 1672.91, 1688.98, 1692.99

1942.92, 1994.06, 2013.11, 2150.16, 2211.10

gi| 2612998 Mass: 44349 Score: 38

verm lion [Drosophila pallidosa]

bserved M (expt) M (calc) ppm Start
807. 43 806. 42 806.44 -21.99 157 -

1267. 67 1266. 66 1266. 66 2.65 70 -
1383. 70 1382. 69 1382.74 -33.51 273 -
1439. 81 1438. 80 1438. 76 29.1 251 -
1493. 71 1492. 71 1492.73 -14.25 36 -
1595. 86 1594. 85 1594. 86 -4.98 251 -
1926. 89 1925. 88 1925.99 -56.44 269 -
2225.12 2224.11 2224. 06 24.8 193 -

No match to: 842.51, 884.54, 913.45, 935.48

1037.59, 1098.49, 1109.54, 1114.49, 1170. 86

1308. 62, 1323.66, 1326.93, 1365.72, 1389.71

1475.75, 1523.74, 1557.70, 1638.85, 1672.91

1889. 88, 1904.95, 1942.92, 1994.06, 2013.11
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653 1 K. FDGLEMRNLKPGEYI QVAGR. A + 2 Oxidation (M
988.55, 1009.58, 1021.61, 1033.51, 1036.56, 1037.59, 1098.49, 1109.54
1207.71, 1267.67, 1277.70, 1307.66, 1308.62, 1323.66, 1326.93,
1426.75, 1437.74, 1439.81, 1441.69, 1461.74, 1557.70, 1595.86
1744.97, 1794.84, 1837.95, 1889.88, 2013.11, 2150.16, 2211.10
2788. 25
Expect: 4.9 Queries matched: 6
End Mss Peptide
139 1 K. KEEGEAFAR. E
30 1 K. SCLLLQFTDKR. F
151 0 R EHGLVFMETSAR. T + xidation (M
91 1 R. GAAGALLVYDI TRR. E
29 1 K. YI'I | GDTGVGKSCLLLQFTDK. R
213 0 K. | GQQHSPTNPSLPGSGGAAGAANSGCC. - + Propi onami de (C)
935. 48, 973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51,
1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70
1389. 71, 1407.80, 1423.80, 1426.75, 1437.74, 1439.81, 1441.69,
1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97
1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2225.12, 2300.21
Expect: 7.1 Queries matched: 10
a nel anogast er]
End Mss Peptide
100 0 R CQLCAK. E + 2 Propi onanide (C
109 0 K. ELADCGFI K. N
135 1 K. AEl TGRYVCXK. C
320 1 K. CYDRFPNELR. R + Propi onami de (C)
229 0 K. HFM\HVEHFVCAK. C
205 1 R. CHDKM3 PI CGACR. R + 3 Propi onani de (C)
211 1 K M3 Pl CGACRRPI EER. V + 2 Propi onami de (O
191 0 K. SRPGLAANDWNELYCLR. C + Propi onani de (O
20 1 M SLGAVHCTRCADGFEPTEK. | + Oxidation (M; 2 Propionanide (O
100 1 K. AMBASWHPQCFRCQLCAK. E + Oxi dation (M; 2 Propionanide (C)
973.56, 985.58, 988.55, 1009.58, 1021.61, 1033.51, 1036.56, 1037.59
1179.58, 1192.75, 1207.71, 1234.65, 1277.70, 1307.66, 1308.62
1423.80, 1426.75, 1437.74, 1439.81, 1441.69, 1461.74, 1475.75
1672.91, 1688.98, 1692.99, 1707.77, 1744.97, 1794.84, 1837.95
2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
Expect: 7.9 Queries matched: 9
End Mss Peptide
279 0 R ATAEECLK. S + Propi onani de (C)
45 0 K. DCLPI SGLR. E
109 0 K. Cl TLQVLK. A + Propi onami de (C)
134 0 K VSNLLMIDK. G + Oxidation (M
10 0 -. MVHLTHSVNLK. S
134 1 R DLKVSNLLMIDK. G + Oxi dation (M
138 1 K. VSNLLMTDKGCI K. V + Oxi dation (M
62 1 K. QCHHENI VRLR. E + Propi onani de (C)
51 1 K DCLPISGLREIMLK Q + Oxidation (M
985.58, 995.53, 1009.58, 1021.61, 1033.51, 1037.59, 1098.49, 1109.54
1234. 65, 1267.67, 1277.70, 1307.66, 1308.62, 1323.66, 1326.93
1426. 75, 1439.81, 1441.69, 1461.74, 1493.71, 1523.74, 1557.70,
1707.77, 1744.97, 1794.84, 1837.95, 1889.88, 1904.95, 1926.89
2225.12, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
Expect: 8.5 Queries matched: 8
End M ss Peptide
162 1 R VRYNCK. Y
79 0 K. Q| FEFDSI R. D
284 0 R ALQGAI M TFYR. D
263 0 R. S| FDPAVHDALVR. R
48 1 K. LLDAQCMLSKEDK. R
264 1 R. S| FDPAVHDALVRR. G
284 1 R FSHRALQGAI M TFYR. D + Oxidation (M
210 1 R WL.ERTPGLEESGFNFVEK. F
973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1036.56
1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1277.70, 1307.66,
1392. 71, 1407.80, 1423.80, 1426.75, 1437.74, 1441.69, 1461.74
1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95
2150. 16, 2211.10, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
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18. Qi 2612996 Mass: 44342 Score: 38 Expect: 8.5 Queries matched: 8
verm lion [Drosophila ananassae]
Observed M (expt) M (calc) ppm Start End Mss Peptide
807. 43 806. 42 806.44 -21.99 157 - 162 1 R VRYNCK. Y
1267. 67 1266. 66 1266. 66 2.65 70 - 79 0 K. Q| FEFDSI R. D
1383.70 1382. 69 1382.74 -33.51 273 - 284 0 R. ALQGAI M TFYR. D
1439. 81 1438. 80 1438. 76 29.1 251 - 263 0 R SI FDPAVHDALVR. R
1493. 71 1492. 71 1492.73 -14.25 36 - 48 1 K. LLDAQCMLSKEDK. R
1595. 86 1594. 85 1594. 86 -4.98 251 - 264 1 R. S| FDPAVHDALVRR. G
1926. 89 1925. 88 1925.99 -56.44 269 - 284 1 R FSHRALQGAI M TFYR. D + Oxidation (M
2225.12 2224.11 2224.06 24.8 193 - 210 1 R. W.ERTPGLEESGFNFVEK. F
No match to: 842.51, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 995.53, 1009.58, 1021.61, 1033.51, 1036. 56,
1037.59, 1098.49, 1109.54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1277.70, 1307.66,
1308. 62, 1323.66, 1326.93, 1365.72, 1389.71, 1392.71, 1407.80, 1423.80, 1426.75, 1437.74, 1441.69, 1461.74,
1475. 75, 1523.74, 1557.70, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1794.84, 1837.95,
1889. 88, 1904.95, 1942.92, 1994.06, 2013.11, 2150.16, 2211.10, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25
19. Qi 24640802 Mass: 105649 Score: 37 Expect: 10 Queries matched: 12
CG32703- PA [Drosophil a nmel anogaster]
Observed M (expt) M (calc) ppm Start End M ss Peptide
1009. 58 1008. 57 1008. 57 1.32 118 - 126 1 R. G\WVLKDVHK. R
1098. 49 1097. 49 1097.52 -27.66 664 - 673 0 K. DSI TFGTCVR. E
1179.58 1178. 57 1178.63 -48.52 139 - 148 0 K. FI HSG\VI HR. D
1308. 62 1307. 61 1307. 58 21.0 287 - 297 0 K. NCCDDA SLVK. A + 2 Propi onani de (O
1383.70 1382. 69 1382. 66 22.0 664 - 675 1 K. DSI TFGTCVRER. |
1392. 71 1391. 71 1391.75 -33.19 165 - 177 1 K. VADFGLARTLSSR. R
1461. 74 1460. 73 1460.80 -47.09 200 - 212 1 R. APEI LVASRNYTK. G
1672.91 1671.91 1671. 90 4.99 149 - 162 1 R DLKPSNI LI DSKCR. L + Propi onami de (C)
1794. 84 1793. 84 1793.88 -24.89 867 - 881 0 K. LAQONDQEEL PVHHHK. A
1904. 95 1903. 95 1903. 94 1.24 729 - 746 0 R. ALPEG GGPGSQNYEI FR. Q
1926. 89 1925. 88 1925. 85 18.2 361 - 378 1 R. ETSCSNRTVSNSTPSSNR. D
2357.12 2356. 11 2356.14 -10.12 209 - 228 1 R NYTKG DMAGLGCI LGEM R. Q + Oxidation (M ; Propionanide (C)
No match to: 807.43, 842.51, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 995.53, 1021.61, 1033.51, 1036. 56,
1037.59, 1109.54, 1114.49, 1170.86, 1174.57, 1192.75, 1207.71, 1234.65, 1267.67, 1277.70, 1307.66, 1323.66,
1326.93, 1365.72, 1389.71, 1407.80, 1423.80, 1426.75, 1437.74, 1439.81, 1441.69, 1475.75, 1493.71, 1523.74,
1557.70, 1595.86, 1638.85, 1688.98, 1692.99, 1707.77, 1716.83, 1744.97, 1837.95, 1889.88, 1942.92, 1994. 06,
2013.11, 2150.16, 2211.10, 2225.12, 2284.20, 2300.21, 2510.10, 2705.09, 2788.25
20. Qi | 24645056 Mass: 39701 Score: 37 Expect: 10 Queries matched: 10
st eaner duck CG7954-PB, isoform B [Drosophila nel anogaster]
Ohserved M (expt) M (calc) ppm Start End Mss Peptide
807. 43 806. 42 806. 38 54.9 105 - 110 0 R CQLCAK. E + 2 Propionanide (O
995. 53 994. 52 994. 48 43.5 111 - 119 0 K. ELADCGFI K. N
1267. 67 1266. 66 1266. 64 19.9 135 - 145 1 K. AEl TGRYVCK. C
1383. 70 1382. 69 1382. 64 37.3 321 - 330 1 K. CYDRFPNELR. R + Propi onani de (C)
1392.71 1391. 71 1391. 66 36.1 229 - 239 0 K. HM\HVEHFVCAK. C
1716. 83 1715. 82 1715.77 26.7 202 - 215 1 R. CHDKMA Pl CGACR. R + 3 Propi onani de (O
1942. 92 1941. 91 1941.97 -29.97 206 - 221 1 K. M3 Pl CGACRRPI EER. V + 2 Propi onani de (C)
1994. 06 1993. 05 1992. 95 49. 3 185 - 201 0 K. SRPGLAANDWNELYCLR. C + Propi onani de (C)
2211.10 2210. 10 2209. 95 65.0 288 - 306 1 K. AWCVHHFACSVCDTKMIQK. S + Oxi dation (M
2225.12 2224.11 2223.98 60. 4 93 - 110 1 K. AVBASVWHPQCFRCQLCAK. E + Oxidation (M; 2 Propionanide (C
No match to: 842.51, 884.54, 913.45, 935.48, 973.56, 985.58, 988.55, 1009.58, 1021.61, 1033.51, 1036.56, 1037.59,
1098.49, 1109.54, 1114.49, 1170.86, 1174.57, 1179.58, 1192.75, 1207.71, 1234.65, 1277.70, 1307.66, 1308.62,
1323. 66, 1326.93, 1365.72, 1389.71, 1407.80, 1423.80, 1426.75, 1437.74, 1439.81, 1441.69, 1461.74, 1475.75,
1493.71, 1523.74, 1557.70, 1595.86, 1638.85, 1672.91, 1688.98, 1692.99, 1707.77, 1744.97, 1794.84, 1837.95,
1889.88, 1904.95, 1926.89, 2013.11, 2150.16, 2284.20, 2300.21, 2357.12, 2510.10, 2705.09, 2788.25

Search Parameters

Type of search

Enzyne :
Vari abl e nodifications :
Mass val ues

Protei n Mass

Trypsin

Monoi sot opi ¢
Unrestricted

Peptide Mass Tolerance : + 70 ppm
Peptide Charge State D1+
Max M ssed C eavages 1
Nunmber of queries 69

Peptide Mass Fingerprint

Oxi dation (M, Propi onani de

(9
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M ascot Search Results

User D llya

Emai | : toropygin@anbler.ru

Search title : Submtted from Shidlovsky 080324 11 by Mascot Daenpn on P4P800SE

M5 data file : \1192.168. 0. 18\ data on ul trafl ex-2\ DATA\ 2008_I | ya\ Shi dl ovsky\ 080325\ 004\ 0_J14\ 1\ 004__0_J14_ 1. dar
Dat abase : NCBI nr 20070307 (4984280 sequences; 1723577896 residues)

Taxonony . Drosophila (fruit flies) (47828 sequences)

Ti mest anp © 3 Apr 2008 at 21:52:41 GvVI

Top Score : 164 for Mxture 1, gi|17137484 + gi| 45549124

Probability Based M owse Score

Protein score is -10*Log(P), where P is the probability that the observed match is a random event.
Protein scores greater than 59 are significant (p<0.05).

Score Distribution

Protein Summary Report

I FormatAs ||ProteinSummary | ﬂp

Significance threshold p< Max. number of hits

Overview Table

Click on column header to jump to entry in results list.

Move mouse over any indicator to highlight identical peptides.
Click on an indicator to see details of individual match.

Use check boxes to select sub-set of queries for new search.

Mouse over: |-Query- |

| -Accession- | | -Sequence- |
Hit:|1]12(3|4|5(6|7|8(9]10/11|12]13|14|15|16{17|18]|19(20
807.46 (1+) Lz} Lz}
[ 829.41 (1+) B[a
84251 (1+)
[ 913.46 (1+) 2] 7]
967.49 (1+)
[] 973.54 (1+)
995.57 (1+)
[ 1005.59 (1+)[&
1036.57 (1+)
[E] 1066.55 (1+)
[ 1070.61 (1+)
1089.61 (1+)
[ 110665 (1+)|E|B[E]|E|8
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on PAP800SE)

I SelectAll I I SelectNone I I SearctBelected I
Index
Accessi on Mass Score Description
1. xture 1 164 gi| 17137484 + gi| 45549124
2. 9i|17137484 51903 102 Oigin recognition conplex subunit 4 C&917- PA [ Drosophila nel anogaster]
3. gi|5081628 51733 91 origin recognition conplex subunit 4 [Drosophila mel anogaster]
4. gi| 45549124 51622 67 Yolk protein 2 C&979-PA [ Drosophila nel anogaster]
5. Qi|14424471 49630 59 Vitellogenin-2 precursor
6. Qi | 24583092 37944 45 d cAT-S CGE3881- PA, isoform A [Drosophila mel anogaster]
7. Qi 24653739 57721 44 Cyp6al9 CGL0243- PA [Drosophila nel anogaster]
8. Qi| 16768768 36749 43 LD02462p [ Drosophila mel anogaster]
9. @i|24649395 43739 42 Rpn9 CGl0230-PA, isoform A [Drosophila nel anogaster]
10. @i | 19920690 97906 41 CGL7840- PA [ Drosophil a nel anogaster]
11. @i | 125977986 120600 40 GA20622- PA [ Drosophil a pseudoobscur a]
12. gi| 6649053 64394 40 dynein [Drosophila mauritianal
13. gi| 6649055 64364 40 dynein [Drosophila yakuba]
14. @i | 58613897 39244 39 SR-ClIV [Drosophila sinulans]
15. gi| 6649009 65715 39 dynein [Drosophila nel anogaster]
16. gi| 6649051 64846 38 dynein [Drosophila sechellia]
17. @i | 24581132 42670 38 (CG31948-PB, isoform B [Drosophila mel anogaster]
18. gi| 24641704 170230 38 strawberry notch CGl903- PB,
19. gi| 2078282 170361 38 Sno [Drosophila nel anogaster]
20. gi] 24658169 79930 36 CHA611- PA [Drosophila nel anogaster]
Results List
1. M xture 1 Total score: 164 Expect: 1.9e-012 Queries natched: 27

Conponents: 1.

bserved M (expt) M (calc) ppm Start End M ss Conp Peptide
1005. 59 1004. 58 1004. 54 41. 1 171 - 178 0 2 K. LVQAYQQR. Y
1070. 61 1069. 61 1069. 57 39.1 65 - 73 0 2 R EVEELPNLK. E
1106. 65 1105. 65 1105. 63 16. 9 202 - 210 0 1 R QVFLFPSLR R
1133. 68 1132. 67 1132. 64 32.0 170 - 178 1 2 R KLVQAYQR. Y
1267.70 1266. 69 1266. 66 24.9 1- 10 1 2 - . MQYNLVRCLK. K
1319.71 1318. 71 1318.71 -5.68 128 - 138 0 2 K. | EFNLNTLVEK. V
1374. 64 1373. 63 1373.66 -24.25 364 - 374 0 1 R. DSFNFEI | YAR. F
1424. 71 1423. 70 1423. 68 9. 96 370 - 381 0 2 R YFAESVRPGNER. N
1522. 66 1521. 65 1521. 66 -9.30 254 - 266 0 1 R. NHFDPGEYGFSPR. L
1536. 74 1535. 73 1535. 74 -3.98 437 - 448 0 2 K. QTGYHQVHOQPWR. Q
1590. 74 1589. 73 1589. 74 -3.75 382 - 395 0 2 R NFPSVAASSY(CEYK. Q
1604. 80 1603. 79 1603. 79 0.14 102 - 116 0 1 K. SI TVQVQLENAADXK. V
1611. 89 1610. 88 1610.92 -26.09 63 - 77 0 1 K. TTLI NSVLADLLPNK. S
1620. 81 1619. 80 1619.78 13.0 102 - 116 0 1 K. SI TVQMQLENAADGK. V + Oxi dation (M
1656. 90 1655. 89 1655. 89 -2.08 402 - 419 0 1 R | AELI MPLTGGAGGGVGK. V + Oxidation (M
1687. 82 1686. 81 1686.86 -31.46 43 - 58 0 1 R TAEMGESNSLLLLGPR. G
1703. 84 1702. 83 1702.86 -12.71 43 - 58 0 1 R TAEMGESNSLLLLGPR G + Oxi dation (M
1716. 81 1715. 80 1715.82 -14.29 429 - 442 0 1 K. LALTYSQ HHCMQR. Y + Oxidation (M
1754. 92 1753.91 1753.98 -40.50 221 - 237 0 1 R. DLLSLPTGNSLLLAAEK. |
1791. 83 1790. 83 1790.85 -12.94 254 - 268 1 1 R. NHFDPGEYGFSPRLR. D
1796. 96 1795. 96 1796.01 -28.17 308 - 323 0 1 R. LVAHLRPQSPHI TAEK. M
1886. 90 1885. 89 1885.97 -39.31 238 - 253 0 1 K. 1 YNLONI QSGALYFSR. N
1950. 90 1949. 89 1949.97 -42.69 286 - 302 0 1 R. STLQALHDFDI SEAYLK. N
1955. 85 1954. 84 1954.91 -35.48 48 - 64 0 2 R. SNSLDNVEQPSNW/NPR. E
2198. 89 2197. 88 2197.97 -39.29 319 - 339 0 2 R. GDADFVDAI HTSAYGMGTSQR. L
2214. 88 2213. 87 2213.96 -41.17 319 - 339 0 2 R. GDADFVDAI HTSAYGMGTSQR. L + Oxidation (M
2252. 97 2251. 96 2252.08 -55.16 78 - 97 0 1 K. SFGENTLI VHLDGNLHTDDR. V
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1089.61, 1109.53,
1179. 63, 1234.67, 1252.64, 1265.66, 1277.70, 1307.68, 1308.67, 1320.64, 1323.71, 1365.66, 1381.66, 1383.69,
1397. 69, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1641.83, 1707.74, 1759.87, 1838.87
2. Qi | 17137484 Mass: 51903 Score: 102 Expect: 3e-006 Queries matched: 16
Oigin recognition conplex subunit 4 C&917- PA [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
1106. 65 1105. 65 1105. 63 16.9 202 - 210 0 R QVFLFPSLR R
1374. 64 1373. 63 1373.66 -24.25 364 - 374 0 R. DSFNFEI | YAR. F
1522. 66 1521. 65 1521. 66 -9.30 254 - 266 0 R. NHFDPGEYGFSPR. L
1604. 80 1603. 79 1603. 79 0.14 102 - 116 0 K. SI TVQVQLENAADXK. V
1611. 89 1610. 88 1610.92 -26.09 63 - 77 0 K. TTLI NSVLADLLPNK. S

(Vitellogenin Il) (Yolk protein 2)

i sof orm B [ Drosophi |l a nel anogast er]

2. Qi 45549124 Yol k protein 2 C&979- PA [ Drosophila mel anogast er]
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Qi | 17137484 Origin recognition conplex subunit 4 C&917-PA [Drosophila nel anogast er]
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on PAP800SE)

1620. 81 1619. 80 1619.78 13.0 102 - 116
1656. 90 1655. 89 1655. 89 -2.08 402 - 419
1687. 82 1686. 81 1686. 86 -31.46 43 - 58
1703. 84 1702. 83 1702.86 -12.71 43 - 58
1716. 81 1715. 80 1715.82 -14.29 429 - 442
1754. 92 1753.91 1753.98 -40.50 221 - 237
1791. 83 1790. 83 1790.85 -12.94 254 - 268
1796. 96 1795. 96 1796.01 -28.17 308 - 323
1886. 90 1885. 89 1885.97 -39.31 238 - 253
1950. 90 1949. 89 1949.97 -42.69 286 - 302 R. STLQALHDFDI SEAYLK. N

2252. 97 2251. 96 2252.08 -55.16 78 - 97 K. SFGENTLI VHLDGNLHTDDR. V

No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1005.59, 1036.57, 1066.55, 1070.61,
1089. 61, 1109.53, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71,
1320. 64, 1323.71, 1365.66, 1381.66, 1383.69, 1397.69, 1424.71, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70,
1536. 74, 1590. 74, 1641.83, 1707.74, 1759.87, 1838.87, 1955.85, 2198.89, 2214.88

K. S| TVOQVQLENAADGK. V + Oxi dation (M

R | AELI MPLTGGAGGGVCK. V + Oxi dation (M
R TAEMGESNSLLLLGPR. G

R TAEMGESNSLLLLGPR. G + Oxidation (M
K. LALTYSQ HHCMQR. Y + Oxi dation (M

R DLLSLPTGNSLLLAAEK. |

R NHFDPGEYGFSPRLR. D

R LVAHLRPQSPHI TAEK. M

K. 1 YNLQNI QSGALYFSR. N

O OO O0OFr OO0 OO0 OoOOo

3. gi | 5081628 Mass: 51733 Score: 91 Expect: 3.9e-005 Queries natched: 15
origin recognition conplex subunit 4 [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End M ss Peptide

1106.65 1105.65  1105.63 16.9 202 - 210 0 R QUFLFPSLR R
1374.64 1373.63  1373.66 -24.25 363 - 373 R DSFNFEI | YAR F

1522.66  1521.65 1521.66 -9.30 253 - 265 R. NHFDPGEYGFSPR. L

1604.80  1603.79  1603. 79 0.14 102 - 116 K. SI TVQVQLENAADGK. V

1611.89  1610.88  1610.92 -26.09 63 - 77 K. TTLI NSVLADLLPNK. S

1620.81 1619.80  1619.78 13.0 102 - 116 K. SI TVQVQLENAADGK. V + Oxi dation (M
1656.90  1655.89  1655.89 -2.08 401 - 418 R | AELI MPLTGGAGGGVGK. V + Oxi dation (M
1687.82 1686.81  1686.86 -31.46 43 - 58 R TAEMGESNSLLLLGPR G

1703.84  1702.83 1702.86 -12.71 43 - 58 R TAEMGESNSLLLLGPR. G + Oxi dation (M)
1716.81 1715.80 1715.82 -14.29 428 - 441 K. LALTYSQ HHOMQR Y + Oxi dation (M
1791.83  1790.83  1790.85 -12.94 253 - 267 R NHFDPGEYGFSPRLR. D

1796.96  1795.96  1796.01 -28.17 307 - 322 R LVAHLRPQSPHI TAEK. M

1886.90 1885.89  1885.97 -39.31 237 - 252 K. 1 YNLQNI QSGALYFSR. N

1950.90  1949.89  1949.97 -42.69 285 - 301 R STLQALHDFDI SEAYLK. N

2252.97 2251.96  2252.08 -55.16 78 - 97 0 K SFGENTLI VHLDGNLHTDDR V

No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1005.59, 1036.57, 1066.55, 1070.61,
1089. 61, 1109.53, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71,
1320. 64, 1323.71, 1365.66, 1381.66, 1383.69, 1397.69, 1424.71, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70,
1536. 74, 1590.74, 1641.83, 1707.74, 1754.92, 1759.87, 1838.87, 1955.85, 2198.89, 2214.88

O OO Fr OO0 O0OO0O0OO0oOOoOOoOOo

4. gi | 45549124 Mass: 51622 Score: 67 Expect: 0.011 Queries matched: 12
Yol k protein 2 C&979- PA [ Drosophil a nel anogast er]
Observed M (expt) M (calc) ppm Start End M ss Peptide

1005. 59 1004. 58 1004. 54 41.1 171 - 178 0 K. LVQAYQQR. Y

1070. 61 1069. 61 1069. 57 39.1 65 - 73 R EVEELPNLK. E
1106. 65 1105. 65 1105. 59 53.5 118 - 127 R GYI VGERGX. |
1133. 68 1132. 67 1132. 64 32.0 170 - 178 R KLVQAYQQR. Y

1267.70 1266. 69 1266. 66 24.9 1- 10
1319. 71 1318. 71 1318.71 -5.68 128 - 138
1424.71 1423.70 1423. 68 9. 96 370 - 381
1536. 74 1535.73 1535. 74 -3.98 437 - 448
1590. 74 1589. 73 1589. 74 -3.75 382 - 395
1955. 85 1954. 84 1954.91 -35.48 48 - 64
2198. 89 2197. 88 2197.97 -39.29 319 - 339 R. GDADFVDAI HTSAYGMGTSQR. L

2214. 88 2213. 87 2213.96 -41.17 319 - 339 R. GDADFVDAI HTSAYGMGTSQR. L + Oxi dation (M

No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1089.61, 1109.53,

1179. 63, 1234.67, 1252.64, 1265.66, 1277.70, 1307.68, 1308.67, 1320.64, 1323.71, 1365.66, 1374.64, 1381.66,
1383. 69, 1397.69, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1522.66, 1604.80, 1611.89, 1620.81, 1641.83,
1656. 90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1759.87, 1791.83, 1796.96, 1838.87, 1886.90, 1950. 90,

. MQYNLVRCLK. K

. | EFNLNTLVEK. V

. YFAESVRPGNER. N
QTGYHQVHQPVR. Q

. NFPSVAASSYQEYK. Q

. SNSLDNVEQPSNVWNPR. E

T X 7T X

[elelelelNelNolNoll U o)
Pyl

2252. 97

5. gi| 14424471 Mass: 49630 Score: 59 Expect: 0.065 Queries matched: 11
Vitell ogenin-2 precursor (Vitellogenin Il) (Yolk protein 2)
Observed M (expt) M (calc) ppm Start End M ss Peptide

1005. 59 1004. 58 1004. 54 41.1 154 - 161 0 K. LVQAYQQR. Y

1070.61  1069.61  1069. 57 39.1 48 - 56 R. EVEELPNLK. E
1106.65  1105.65  1105.59 53.5 101 - 110 R. GYI VGERGX. |
1133.68 1132.67  1132. 64 32.0 153 - 161 R. KLVQAYQRR. Y

K. I EFNLNTLVEK. V
R YFAESVRPGNER. N

1319.71 1318.71 1318. 71 -5.68 111 - 121
1424.71 1423.70 1423. 68 9. 96 353 - 364

OO O kr L o
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on PAP800SE)

1536. 74 1535.73 1535. 74 -3.98 420 - 431 0 K. QTGYHQVHQPWR. Q
1590. 74 1589.73 1589. 74 -3.75 365 - 378 0 R. NFPSVAASSYCEYK. Q
1955. 85 1954. 84 1954.91 -35.48 31 - 47 0 R. SNSLDNVEQPSNVWNPR. E
2198. 89 2197. 88 2197.97 -39.29 302 - 322 0 R. GDADFVDAI HTSAYGMGTSQR. L
2214. 88 2213. 87 2213.96 -41.17 302 - 322 0 R. GDADFVDAI HTSAYGMGTSQR. L + Oxi dation (M
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1089.61, 1109.53,
1179. 63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1320.64, 1323.71, 1365.66, 1374.64,
1381. 66, 1383.69, 1397.69, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1522.66, 1604.80, 1611.89, 1620.81,
1641. 83, 1656.90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1759.87, 1791.83, 1796.96, 1838.87, 1886. 90,
1950. 90, 2252.97
6. gi | 24583092 Mass: 37944 Score: 45 Expect: 1.4 (Queries matched: 9
A cAT-S C&E881- PA, isoform A [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
1179. 63 1178. 62 1178.68 -48.78 286 - 296 0 R SNLGALLHNLK. L
1234. 67 1233. 66 1233. 64 18. 4 2 - 11 1 M NLFENENKVK. D
1308. 67 1307. 66 1307.71 -34.55 119 - 130 1 R NEKPAPRGVANR. R
1319.71 1318.71 1318. 70 1.80 193 - 204 0 K. WAFLDSW/AGR. R
1365. 66 1364. 65 1364.68 -18.29 1- 11 1 - . MNLFENENKVK. D
1381. 66 1380. 66 1380.67 -10.94 1- 11 1 -. MNLFENENKVK. D + Oxidation (M
1383. 69 1382. 68 1382. 63 32.9 297 - 309 0 K. LMGVTSTTESEGR. N + Oxi dation (M
1475.76 1474.75 1474.80 -35.83 193 - 205 1 K. WAFLDSWAGRR. W
1493. 74 1492.74 1492. 63 68.8 91 - 101 0 K. CNDYMDTLLYR. F + Oxi dation (M; Propionan de (O
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995 .57, 1005.59, 1036.57, 1066.55, 1070.61,
1089. 61, 1106.65, 1109.53, 1133.68, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1320.64, 1323.71, 1374.64,
1397.69, 1424.71, 1434.76, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604.80, 1611.89, 1620.81, 1641. 83,
1656. 90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1759.87, 1791.83, 1796.96, 1838.87, 1886.90, 1950. 90,
1955. 85, 2198.89, 2214.88, 2252.97
7. Qi | 24653739 Mass: 57721 Score: 44 Expect : Queries nmatched: 11
Cyp6al9 CGL0243- PA [ Drosophil a nel anogaster]
Observed M (expt) M (calc) ppm Start End M ss Peptide
1005. 59 1004. 58 1004. 53 52.2 134 - 142 0 K. LTHTFTSAK. M
1106. 65 1105. 65 1105. 61 30.7 92 - 100 1 K. TVLI RDFDK. F
1374. 64 1373. 63 1373. 58 32.0 268 - 278 0 R. NDFMDTLI DMK. Q + 2 Oxidation (M
1381. 66 1380. 66 1380.71 -37.31 252 - 262 1 K. | VQDTI DYRWK. R
1383. 69 1382. 68 1382.73 -36.46 377 - 388 0 R. | ATKPYQHSNPK. Y
1397. 69 1396. 69 1396.70 -10.42 252 - 262 1 K. | VQDTI DYRWK. R + xi dation (M
1493. 74 1492. 74 1492.75 -11.30 333 - 345 1 R. AEl DSVLERYNGK. L
1536. 74 1535. 73 1535.76 -19.47 417 - 428 1 K. FI PERFDEEQVK. K
1641. 83 1640. 82 1640.87 -31.39 218 - 231 0 R HGALVDLLI FGWK. L + Oxidation (M
1656. 90 1655. 89 1655. 81 47.9 203 - 216 1 K. AEFVOMGYSALRER. R
1707. 74 1706. 74 1706.83 -56.69 248 - 260 1 K. FYMKI VQDTI DYR. M + Oxi dation (M
No match to: 807.46, 829.41, 842 .51, 913.46, 967.49, 973.54, 995 .57, 1036.57, 1066.55, 1070.61, 1089.61,
1109. 53, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71, 1320.64,
1323. 71, 1365.66, 1424.71, 1434.76, 1475.76, 1515.73, 1519.70, 1522.66, 1590.74, 1604.80, 1611.89, 1620.81,
1687.82, 1703.84, 1716.81, 1754.92, 1759.87, 1791.83, 1796.96, 1838.87, 1886.90, 1950.90, 1955.85, 2198. 89,
2214.88, 2252.97
8. gi| 16768768 Mass: 36749 Score: 43 Expect: 2.3 Queries matched: 10
LD02462p [ Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
842.51 841. 50 841. 51 -8.79 1 - 8 0 -. MPLAG LK. R
1005. 59 1004. 58 1004. 53 52.2 85 - 93 0 K. LTHTFTSAK. M
1106. 65 1105. 65 1105. 61 30.7 43 - 51 1 K. TVLI RDFDK. F
1374. 64 1373. 63 1373. 58 32.0 219 - 229 0 R NDFMDTLI DMK. Q + 2 Oxidation (M
1381. 66 1380. 66 1380.71 -37.31 203 - 213 1 K. | VQDTI DYRWK. R
1397. 69 1396. 69 1396.70 -10.42 203 - 213 1 K. | VQDTI DYRWK. R + xi dation (M
1493. 74 1492. 74 1492.75 -11.30 284 - 296 1 R. AEl DSVLERYNGK. L
1641. 83 1640. 82 1640.87 -31.39 169 - 182 0 R HGALVDLLI FGWPK. L + Oxidation (M
1656. 90 1655. 89 1655. 81 47.9 154 - 167 1 K. AEFVOMGYSALRER. R
1707. 74 1706. 74 1706.83 -56.69 199 - 211 1 K. FYMKI VQDTI DYR. M + Oxi dation (M
No match to: 807.46, 829.41, 913.46, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1070.61, 1089.61, 1109.53,
1133. 68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71, 1320.64, 1323.71,
1365. 66, 1383.69, 1424.71, 1434.76, 1475.76, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604.80, 1611.89,
1620. 81, 1687.82, 1703.84, 1716.81, 1754.92, 1759.87, 1791.83, 1796.96, 1838.87, 1886.90, 1950.90, 1955. 85,
2198. 89, 2214.88, 2252.97
9. Qi | 24649395 Mass: 43739 Score: 42 Expect: 2.9 Queries matched: 8
Rpn9 CGL0230- PA, isoform A [ Drosophil a nel anogaster]
hserved M (expt) M (calc) ppm Start End Mss Peptide
1106. 65 1105. 65 1105. 60 40.9 96 - 104 1 K. KEAI EFLEK. M
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1323.71 1322.70 1322. 67 20.3 295 - 306 0 R. Al SFTDI AQETK. L
1374. 64 1373. 63 1373.70 -50.24 371 - 382 1 K. LMENRAAEI LTN. -
1515.73 1514.72 1514.75 -23.36 277 - 288 0 K. | SLLCLMEMIFK. R + Oxidation (M; Propionanm de (C)
1687. 82 1686. 81 1686.85 -25.32 277 - 289 1 K. I SLLCLMEMIFKR. S + 2 Oxidation (M ; Propionanide (O
1716. 81 1715. 80 1715.87 -39.02 275 - 288 1 R KI SLLCLMEMIFK. R + 2 Oxi dation (M
1759. 87 1758. 86 1758.93 -35.55 2 - 17 1 M SNPQPNVTAYLATQKK. T
1950. 90 1949. 89 1949.96 -36.90 22 - 37 0 K. ELAAEWILI EELYNEK. L
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1005.59, 1036.57, 1066.55, 1070. 61,
1089. 61, 1109.53, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71,
1320. 64, 1365.66, 1381.66, 1383.69, 1397.69, 1424.71, 1434.76, 1475.76, 1493.74, 1519.70, 1522.66, 1536.74,
1590. 74, 1604.80, 1611.89, 1620.81, 1641.83, 1656.90, 1703.84, 1707.74, 1754.92, 1791.83, 1796.96, 1838.87,
1886. 90, 1955.85, 2198.89, 2214.88, 2252.97
10. Qi | 19920690 Mass: 97906 Score: 41 Expect: 4.1 Queries matched: 11
CG17840- PA [ Drosophi | a el anogast er]
bserved M (expt) M (calc) ppm Start End M ss Peptide
1036. 57 1035. 56 1035. 53 25.0 457 - 466 0 R TNSAQFAI XK. C
1106. 65 1105. 65 1105. 62 20.6 20 - 28 1 K. WLYETRAR. L
1109. 53 1108. 52 1108. 46 49.1 448 - 456 0 R. TNCVDCLDR. T + Propi onani de (C)
1381. 66 1380. 66 1380.73 -54.05 384 - 394 0 R. YLNQFLPPPHR. M
1397. 69 1396. 69 1396. 68 6.63 397 - 407 1 K. H HFDMARQSR. L
1475.76 1474.75 1474.72 18.9 825 - 836 1 K. SLTI YAEYCRTR. S
1611. 89 1610. 88 1610. 78 63.7 605 - 619 1 R. ACLPYSCADSNKLVK. E
1641. 83 1640. 82 1640.88 -35.77 467 - 480 1 K. CALGHQLERLGFVK. S + Propi onani de (C)
1656. 90 1655. 89 1655. 86 16.7 384 - 396 1 R YLNQFLPPPHRMK. H + Oxi dation (M
1703. 84 1702. 83 1702.89 -32.08 370 - 383 1 K. HESI | SKELEYSI R Y
1791. 83 1790. 83 1790.86 -17.07 662 - 675 1 R YMPTFRTNFSPFQR. Q
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1005.59, 1066.55, 1070.61, 1089. 61,
1133. 68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71, 1320.64, 1323.71,
1365. 66, 1374.64, 1383.69, 1424.71, 1434.76, 1493.74, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604. 80,
1620. 81, 1687.82, 1707.74, 1716.81, 1754.92, 1759.87, 1796.96, 1838.87, 1886.90, 1950.90, 1955.85, 2198. 89,
2214.88, 2252.97
11. gi | 125977986 Mass: 120600 Score: 40 Expect: 4.7 Queries matched: 13
GA20622- PA [ Drosophi | a pseudoobscura]
Observed M (expt) M (calc) ppm Start End Mss Peptide
973.54 972. 53 972.52 9.59 817 - 825 0 R QAEI VAQSK. K
1265. 66 1264. 65 1264. 59 45. 8 128 - 139 1 K. | KFGDDGEAADK. T
1267.70 1266. 69 1266. 64 42. 3 739 - 748 1 K. RI DYYGDPLR. D
1307. 68 1306. 67 1306. 68 -5.31 782 - 793 1 R YMAQGGRGKPVK. S + xidation (M
1319.71 1318.71 1318.70 5.24 389 - 399 0 K. EQULLTMLVNK. L
1320. 64 1319. 63 1319.71 -55.87 490 - 500 1 R TMQAI LRCLQK. A + Oxidation (M
1365. 66 1364. 65 1364.67 -12.90 1012 - 1024 1 K. GQGTSNAVFNKDK. S
1424.71 1423.70 1423.61 62.0 60 - 71 0 R. | TFDDDGEVEER. K
1536. 74 1535. 73 1535. 73 2.04 212 - 223 0 K. DNEQLELFNLCK. N + Propi onani de (C)
1716. 81 1715. 80 1715.89 -55.42 632 - 648 0 R CQELI G3 GATDEVSSLK. T
1759. 87 1758. 86 1758.92 -29.17 20 - 35 1 K. | VFDDAGEAVEKPNKK. E
1791. 83 1790. 83 1790. 81 8. 13 97 - 111 1 K. FGDDGEVEEQRPVKK. N
1796. 96 1795. 96 1795. 86 54.7 337 - 349 1 R Rl YSYWYFENEVK. D
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 995.57, 1005.59, 1036.57, 1066.55, 1070.61, 1089. 61,
1106. 65, 1109.53, 1133.68, 1179.63, 1234.67, 1252.64, 1277.70, 1308.67, 1323.71, 1374.64, 1381.66, 1383.69,
1397. 69, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1522.66, 1590.74, 1604.80, 1611.89, 1620.81, 1641.83,
1656. 90, 1687.82, 1703.84, 1707.74, 1754.92, 1838.87, 1886.90, 1950.90, 1955.85, 2198.89, 2214.88, 2252.97
12. gi | 6649053 Mass: 64394 Score: 40 Expect: 5.1 Queries matched: 10
dynein [Drosophila mauritiana]
Observed M (expt) M (calc) ppm Start End Mss Peptide
807. 46 806. 45 806. 41 55. 6 57 - 62 1 K. MRDTLR. D + xidation (M
829. 41 828. 40 828. 37 43.1 6 - 12 0 K. LYDSM3K. L + Oxidation (M
913. 46 912. 45 912.49 -46.74 350 - 357 0 R. AELPENLK. A
1005. 59 1004. 58 1004. 53 48.9 311 - 319 1 K. Cl QDAI KSK. K
1308. 67 1307. 66 1307. 65 4.79 2 - 12 1 R HLTKLYDSMZK. L + Oxidation (M
1381. 66 1380. 66 1380.73 -51.13 543 - 553 1 K. RKPHYNDLNPK. A
1475. 76 1474. 75 1474.73 14. 4 554 - 567 0 K. AVTNDELFQ VNPS. -
1611. 89 1610. 88 1610. 87 9.19 433 - 445 1 R. QRPEDQVLMRALR. D
1641. 83 1640. 82 1640.84 -12.77 6 - 20 1 K. LYDSMGKLNLI SGSK. N + Oxi dation (M
1759. 87 1758. 86 1758. 87 -2.86 402 - 415 1 K. ELLSKQDHYDWGLR. A
No match to: 842.51, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1070.61, 1089.61, 1106.65, 1109.53, 1133.68,
1179. 63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1319.71, 1320.64, 1323.71, 1365.66, 1374.64,
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1383. 69, 1397.69, 1424.71, 1434.76, 1493.74, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604.80, 1620. 81,
1656. 90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1791.83, 1796.96, 1838.87, 1886.90, 1950.90, 1955. 85,
2198. 89, 2214.88, 2252.97
13. gi | 6649055 Mass: 64364 Score: 40 Expect: 5.1 Queries matched: 10
dynei n [ Drosophil a yakuba]
Observed M (expt) M (calc) ppm Start End M ss Peptide
807. 46 806. 45 806. 41 55. 6 57 - 62 1 K. MRDTLR. D + Oxidation (M
829. 41 828. 40 828. 37 43.1 6 - 12 0 K. LYDSM3K. L + Oxidation (M
913. 46 912. 45 912.49 -46.74 350 - 357 0 R AELPENLK. A
1005. 59 1004. 58 1004. 53 48.9 311 - 319 1 K. Cl QDAI KSK. K
1308. 67 1307. 66 1307. 65 4.79 2 - 12 1 R HLTKLYDSMZK. L + Oxidation (M
1381. 66 1380. 66 1380.73 -51.13 543 - 553 1 K. RKPHYNDLNPK. A
1475.76 1474. 75 1474. 73 14. 4 554 - 567 0 K. AVTNDELFQ VNPS. -
1611. 89 1610. 88 1610. 87 9.19 433 - 445 1 R. QRPEDQVLMRALR. D
1641. 83 1640. 82 1640.84 -12.77 6 - 20 1 K. LYDSM3KLNLI SGSK. N + Oxi dation (M
1759. 87 1758. 86 1758. 87 -2.86 402 - 415 1 K. ELLSKQDHYDWGLR. A
No match to: 842.51, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1070.61, 1089.61, 1106.65, 1109.53, 1133.68,
1179. 63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1319.71, 1320.64, 1323.71, 1365.66, 1374.64,
1383. 69, 1397.69, 1424.71, 1434.76, 1493.74, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604.80, 1620.81,
1656. 90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1791.83, 1796.96, 1838.87, 1886.90, 1950.90, 1955. 85,
2198. 89, 2214.88, 2252.97
14. i 1 7 Mass: 39244 Score: 39 Expect: 5.9 Queries matched: 7
SR-CIV [ Drosophila sinulans]
bserved M (expt) M (calc) ppm Start End M ss Peptide
1179. 63 1178. 62 1178. 55 56.0 243 - 252 1 K. LMTAEECARR. S
1234. 67 1233. 66 1233. 63 23.7 53 - 62 1 K. VFTCDRA PR. G + Propi onani de (C)
1323. 71 1322.70 1322. 64 47.8 231 - 242 0 R. SQYGDI Al DDVK. L
1703. 84 1702. 83 1702. 74 52.6 114 - 127 0 K. DHTFONQSDGHYVR. M
1754. 92 1753.91 1753. 86 28.8 83 - 97 1 K. CGWTAELSFLGTVKR. V
1886. 90 1885. 89 1885. 85 22.7 215 - 230 0 K. QVDEDFQVI FTATDAR. S
2214. 88 2213. 87 2214.02 -66.22 109 - 127 1 K. TGPQKDHTFONQSDGHYVR. M
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995 57, 1005.59, 1036.57, 1066.55, 1070.61,
1089. 61, 1106.65, 1109.53, 1133.68, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71, 1320.64,
1365. 66, 1374.64, 1381.66, 1383.69, 1397.69, 1424.71, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1522.66,
1536. 74, 1590.74, 1604.80, 1611.89, 1620.81, 1641.83, 1656.90, 1687.82, 1707.74, 1716.81, 1759.87, 1791. 83,
1796. 96, 1838.87, 1950.90, 1955.85, 2198.89, 2252.97
15. gi | 6649009 Mass: 65715 Score: 39 Expect: 6 Queries natched: 10
dynei n [ Drosophila mel anogaster]
Observed M (expt) M (calc) ppm Start End M ss Peptide
807. 46 806. 45 806. 41 55.6 62 - 67 1 K. MRDTLR. D + Oxidation (M
829. 41 828. 40 828. 37 43.1 1 - 17 0 K. LYDSM3. L + Oxidation (M
913. 46 912. 45 912.49 -46.74 355 - 362 0 R. AELPENLK. A
1005. 59 1004. 58 1004. 53 48.9 316 - 324 1 K. Cl QDAI KSK. K
1308. 67 1307. 66 1307. 65 4.79 7 - 17 1 R HLTKLYDSMZK. L + Oxidation (M
1381. 66 1380. 66 1380.73 -51.13 548 - 558 1 K. RKPHYNDLNPK. A
1475. 76 1474. 75 1474.73 16. 6 151 - 162 0 K. I MI CTI DVHSR. D + Oxi dation (M; Propionani de (C)
1611. 89 1610. 88 1610. 87 9.19 438 - 450 1 R. QRPEDQVLMRALR. D
1641. 83 1640. 82 1640.84 -12.77 11 - 25 1 K. LYDSMGKLNLI SGSK. N + Oxi dation (M
1759. 87 1758. 86 1758. 87 -2.86 407 - 420 1 K. ELLSKQDHYDWGLR. A
No match to: 842.51, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1070.61, 1089.61, 1106.65, 1109.53, 1133.68,
1179. 63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1319.71, 1320.64, 1323.71, 1365.66, 1374.64,
1383. 69, 1397.69, 1424.71, 1434.76, 1493.74, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604.80, 1620. 81,
1656. 90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1791.83, 1796.96, 1838.87, 1886.90, 1950.90, 1955. 85,
2198. 89, 2214.88, 2252.97
16. gi | 6649051 Mass: 64846 Score: 38 Expect: 7.2 Queries matched: 10
dynein [Drosophila sechellia]
Observed M (expt) M (calc) ppm Start End Mss Peptide
807. 46 806. 45 806. 41 55. 6 62 - 67 1 K. MRDTLR. D + Oxidation (M
829. 41 828. 40 828. 37 43.1 1 - 17 0 K. LYDSM3K. L + Oxidation (M
913. 46 912. 45 912.49 -46.74 355 - 362 0 R AELPENLK. A
1005. 59 1004. 58 1004. 53 48.9 316 - 324 1 K. Cl QDAI KSK. K
1308. 67 1307. 66 1307. 65 4.79 7 - 17 1 R HLTKLYDSMZ. L + Oxidation (M
1381. 66 1380. 66 1380.73 -51.13 548 - 558 1 K. RKPHYNDLNPK. A
1475. 76 1474. 75 1474. 73 14. 4 559 - 572 0 K. AVTNDELFQ VNPS. -
1611. 89 1610. 88 1610. 87 9.19 438 - 450 1 R. QRPEDQVLMRALR. D
1641. 83 1640. 82 1640.84 -12.77 11 - 25 1 K. LYDSM3KLNLI SGSK. N + Oxi dation (M
1759. 87 1758. 86 1758. 87 -2.86 407 - 420 1 K. ELLSKQDHYDWGLR. A
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on PAP800SE)

No match to: 842.51, 967.49, 973.54, 995.57, 1036.57, 1066.55, 1070.61, 1089.61, 1106.65, 1109.53, 1133.68,
1179. 63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1319.71, 1320.64, 1323.71, 1365.66, 1374.64,
1383. 69, 1397.69, 1424.71, 1434.76, 1493.74, 1515.73, 1519.70, 1522.66, 1536.74, 1590.74, 1604.80, 1620.81,
1656. 90, 1687.82, 1703.84, 1707.74, 1716.81, 1754.92, 1791.83, 1796.96, 1838.87, 1886.90, 1950.90, 1955. 85,
2198. 89, 2214.88, 2252.97
17. i|24581132 Mass: 42670 Score: 38 Expect: 7.6 Queries matched: 8
CG31948- PB, isoform B [ Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide
1252. 64 1251. 64 1251.65 -12.66 56 - 65 1 K. DEYLLCKVAK. K + Propi onani de (C)
1319.71 1318. 71 1318.73 -19.82 275 - 285 0 R SIFVIPM VER. R + Oxidation (M
1434.76 1433.76 1433. 70 41.9 345 - 355 1 K. EYI ENHCSKI K. Y + Propi onani de (C)
1475.76 1474.75 1474.83 -55.16 275 - 286 1 R SIFVIPM VERR L + Oxidation (M
1536. 74 1535.73 1535.79 -38.93 263 - 274 1 R CTSFI KHFDLVR. S + Propi onani de (C)
1703. 84 1702. 83 1702.86 -17.44 49 - 62 1 R. FFDAVLKDEYLLCK. V
1955. 85 1954. 84 1954.96 -58.31 253 - 268 1 R. VARPMCPPYRCTSFI K. H + Oxi dation (M; Propionam de (C)
2252.97 2251. 96 2251. 94 7.60 167 - 185 1 K. CCDGEDNRPPYARI MPEDR. R + Oxi dation (M
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1005.59, 1036.57, 1066.55, 1070.61,
1089. 61, 1106.65, 1109.53, 1133.68, 1179.63, 1234.67, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1320.64,
1323.71, 1365.66, 1374.64, 1381.66, 1383.69, 1397.69, 1424.71, 1493.74, 1515.73, 1519.70, 1522.66, 1590. 74,
1604. 80, 1611.89, 1620.81, 1641.83, 1656.90, 1687.82, 1707.74, 1716.81, 1754.92, 1759.87, 1791.83, 1796. 96,
1838. 87, 1886.90, 1950.90, 2198.89, 2214.88
18. gi| 24641704 Mass: 170230 Score: 38 Expect: 7.8 Queries matched: 15
strawberry notch CGL903-PB, isoform B [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
995. 57 994. 56 994. 54 24.9 612 - 619 1 K. LRGWI AR Q + xidation (M
1109. 53 1108. 52 1108.55 -30.72 753 - 761 1 R. HFPAPDRNR. |
1320. 64 1319. 63 1319. 63 4.88 468 - 478 1 K. | SSDVNNNCKR. G + Propi onani de (C)
1323.71 1322.70 1322. 68 16.8 1191 - 1201 1 K. YGRQALETVMR. T
1383. 69 1382. 68 1382.69 -10.14 1250 - 1260 1 K. DYNNI SKFLNR. |
1397. 69 1396. 69 1396. 64 37.0 731 - 743 0 R. DDGELTDFVSTAK. G
1424.71 1423.70 1423.75 -38.34 1163 - 1175 1 R LESLGALTHCGDRR. A
1522. 66 1521. 65 1521.74 -56.70 1319 - 1332 0 K. HATGVAPTEMHTVR. V + Oxi dation (M
1536. 74 1535.73 1535.81 -50.48 1111 - 1123 0 R. VH TLELPWSADR. A
1590. 74 1589.73 1589.79 -35.83 1333 - 1345 1 R. VERGM WQEAI DK. Y + Oxidation (M
1620. 81 1619. 80 1619. 82 -9.99 599 - 613 1 R. GVGAMEI VAMDMKLR. G
1656. 90 1655. 89 1655.91 -16.04 1478 - 1492 0 R LYHVLAGSVLSW\GR. V
1796. 96 1795. 96 1795. 89 37.0 182 - 198 0 K. LNNWTVSYAGGASQ R A + Oxidation (M
1838. 87 1837. 86 1837.89 -18.23 642 - 656 0 K. | YDQSVELWEAMX. F
2252. 97 2251. 96 2252.08 -54.56 724 - 743 1 R TLDQLERDDGELTDFVSTAK. G
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 1005.59, 1036.57, 1066.55, 1070.61, 1089.61,
1106. 65, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71, 1365. 66,
1374. 64, 1381.66, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1604.80, 1611.89, 1641.83, 1687.82, 1703. 84,
1707. 74, 1716.81, 1754.92, 1759.87, 1791.83, 1886.90, 1950.90, 1955.85, 2198.89, 2214.88
19. gi | 2078282 Mass: 170361 Score: 38 Expect: 8.3 Queries matched: 15
Sno [Drosophila nel anogast er]
Observed M (expt) M (calc) ppm Start End Mss Peptide
995. 57 994. 56 994. 54 24.9 612 - 619 1 K. LRGWI AR Q + xidation (M
1109. 53 1108. 52 1108.55 -30.72 753 - 761 1 R. HFPAPDRNR. |
1320. 64 1319. 63 1319. 63 4.88 468 - 478 1 K. | SSDVNNNCKR. G + Propi onani de (C)
1323.71 1322.70 1322. 68 16.8 1191 - 1201 1 K. YGRQALETVMR. T
1383. 69 1382. 68 1382.69 -10.14 1250 - 1260 1 K. DYNNI SKFLNR. |
1397. 69 1396. 69 1396. 64 37.0 731 - 743 0 R. DDGELTDFVSTAK. G
1424.71 1423. 70 1423.75 -38.34 1163 - 1175 1 R LESLGALTHGDRR. A
1522. 66 1521. 65 1521.74 -56.70 1319 - 1332 0 K. HATGVAPTEMHTVR. V + Oxi dation (M
1536. 74 1535.73 1535.81 -50.48 1111 - 1123 0 R VH TLELPWSADR. A
1590. 74 1589.73 1589.79 -35.83 1333 - 1345 1 R VERGM WQEAI DK. Y + Oxidation (M
1620. 81 1619. 80 1619. 82 -9.99 599 - 613 1 R. GVGAMEI VAMDMKLR. G
1656. 90 1655. 89 1655.91 -16.04 1478 - 1492 0 R LYHVLAGSVLSW\GR. V
1796. 96 1795. 96 1795. 89 37.0 182 - 198 0 K. LNNWTVSYAGGASQ R A + Oxidation (M
1838. 87 1837. 86 1837.89 -18.23 642 - 656 0 K. | YDQSVELWEAMX. F
2252. 97 2251. 96 2252.08 -54.56 724 - 743 1 R TLDQLERDDGELTDFVSTAK. G
No match to: 807.46, 829.41, 842.51, 913.46, 967.49, 973.54, 1005.59, 1036.57, 1066.55, 1070.61, 1089.61,
1106. 65, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1308.67, 1319.71, 1365. 66,
1374. 64, 1381.66, 1434.76, 1475.76, 1493.74, 1515.73, 1519.70, 1604.80, 1611.89, 1641.83, 1687.82, 1703. 84,
1707. 74, 1716.81, 1754.92, 1759.87, 1791.83, 1886.90, 1950.90, 1955.85, 2198.89, 2214.88
20. gi | 24658169 Mass: 79930 Score: 36 Expect: 12 Queries matched: 10

C611- PA [ Drosophil a nel anogast er]
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on PAP800SE)

bserved M (expt) M (calc) ppm Start End M ss Peptide
807. 46 806. 45 806. 40 69.5 174 - 179 1 R MLKEDR. A + xidation (M
1308. 67 1307. 66 1307.71 -39.69 483 - 493 K. ADI DFFNI LI K. K
1383. 69 1382. 68 1382.72 -30.77 538 - 549 R ELLEQWVAG K. M + Oxi dation (M
1475.76 1474.75 1474.76 -2.61 75 - 87 R. EEVFEELI TAAPK. E
1519. 70 1518. 70 1518.79 -59.95 313 - 324 R HALLTWHANMLQR. G
1656. 90 1655. 89 1655. 80 54.7 253 - 266 K. GYEPNVKNYNAM K. A + Oxi dation (M
1687. 82 1686. 81 1686. 69 69. 2 339 - 352 R. CARDCGFGDLDSMR. E + 2 Propi onani de (C)
1759. 87 1758. 86 1758. 86 1.22 9 - 24 R. SMSCHI RGLQLNATGR. R + Oxi dation (M
1886. 90 1885. 89 1885. 82 40. 2 342 - 357 R. DCGFGDLDSMREVI DK. | + Oxidation (M ; Propionanide (O
1950. 90 1949. 89 1949.93 -20.78 550 - 566 1 K. MNMPI LGAMLRQGCANK. S + 2 Oxidation (M; Propionamde (O

No match to: 829.41, 842.51, 913.46, 967.49, 973.54, 995.57, 1005.59, 1036.57, 1066.55, 1070.61, 1089.61,
1106. 65, 1109.53, 1133.68, 1179.63, 1234.67, 1252.64, 1265.66, 1267.70, 1277.70, 1307.68, 1319.71, 1320. 64,
1323.71, 1365.66, 1374.64, 1381.66, 1397.69, 1424.71, 1434.76, 1493.74, 1515.73, 1522.66, 1536.74, 1590.74,
1604. 80, 1611.89, 1620.81, 1641.83, 1703.84, 1707.74, 1716.81, 1754.92, 1791.83, 1796.96, 1838.87, 1955. 85,
2198. 89, 2214.88, 2252.97

P PP POOOO

Sear ch Parameters

Type of search : Peptide Mass Fingerprint
Enzyne : Trypsin

Variabl e nodifications : Oxidation (M, Propionanmi de (C
Mass val ues : Monoi sot opi ¢

Protein Mass : Unrestricted

Peptide Mass Tolerance : = 70 ppm
Peptide Charge State D1+
Max M ssed C eavages 1
Nunber of queries : 60

Mascot: http://www.matrixscience.com/
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on P4P800SE)

M ascot Search Results

User :llya

Emai | : toropygin@anbler.ru

Search title : Subm tted from Shidl ovsky 080324 11 by Mascot Daenpn on P4P800SE

M5 data file : \\192.168.0.18\data on ul trafl ex-2\ DATA\ 2008_I | ya\ Shi dl ovsky\ 080325\ 005\ 0_J15\ 1\ 005__0_J15__ 1. dar
Dat abase : NCBI nr 20070307 (4984280 sequences; 1723577896 resi dues)

Taxonony . Drosophila (fruit flies) (47828 sequences)

Ti mest anp : 3 Apr 2008 at 21:53:38 GMI

Top Score : 140 for gi| 17137148, Oigin recognition conplex subunit 5 CGr833-PA [Drosophila nel anogaster]

Probability Based M owse Score

Protein scoreis-10* Log(P), where P is the probability that the observed match is a random event.
Protein scores greater than 59 are significant (p<0.05).

Score Distribution

Protein Summary Report

I FormatAs I |ProteinSummary | m

Significance threshold p< Max. number of hits

Overview Table

Click on column header to jump to entry in results list.

Move mouse over any indicator to highlight identical peptides.
Click on an indicator to see details of individual match.

Use check boxes to select sub-set of queries for new search.

Mouse over: |-Query- |

| -Accession- | | -Sequence- |
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on P4P800SE)

1475.75 (1+) (|| |&

[0 1494.71 (1+) ||

1567.74 (1+) (] |

[0 1586.90 (1+)|E

[ 1634.86 (1+)||.@ CRGEEE

[ 164001 (1n)[@[@|@] | (8] [&] | | [=

0 1es082(14)(@E| | [B(a| B

O 1675.82 (1+)| @@ 8]

0 1795.79 (1+) (& &

2211.10 (1+)

(] 222511 (1+) |E ]

00 230512 (1+) || a|

O 243321 (1+)[B[8]= EEE
I SelectAll | I SelectNone | | Searctselected |

I ndex

Accession Mass Score Description

1. @i|17137148 52082 140 Oigin recognition conplex subunit 5 CG7/833-PA [Drosophila nel anogaster]
2. Qi| 24650048 108801 44 CGL0669- PA [ Drosophila nel anogaster]

3. @i|19528115 108736 44  AT25429p [ Drosophil a nel anogaster]

4. @i | 125776637 45640 42 GA18345- PA [ Drosophil a pseudoobscur a]

5. gi|24642019 93877 40 CGl4411-PA, isoform A [Drosophila nel anogaster]

6. @gi|20128991 30427 40 CGL7764-PA [Drosophil a mel anogaster]

7. Qi|125982920 59375 40 GA17465- PA [Drosophila pseudoobscur a]

8. gi|18447016 30557 40 AT19038p [ Drosophila nel anogaster]

9. @i|125986756 46335 39 GA12523- PA [Drosophila pseudoobscura]
10. @i | 24646878 92725 38 (CGr886- PA [ Drosophil a nel anogaster]
11. @i 21064159 92755 38 AT27185p [Drosophil a nel anogaster]
12. @i 20151513 3968 38 GW9207p [ Drosophil a nel anogaster]
13. @i | 125986509 39107 37 (GA18584-PA [ Drosophil a pseudoobscur a]
14, @i| 224804 8951 37 caudal 38E gene
15. @i | 6531636 19387 37 TC21 ras-related [Drosophila nel anogaster]
16. Qi | 6665667 198883 36 UNC-13 [ Drosophila mel anogaster]
17. @il 24653385 149429 36 centrosom n C:832-PC, isoform C [Drosophila nel anogaster]
18. @i | 578301 22233 35 put. cad fragnment [Drosophila nel anogaster]
19. @i 17016304 27877 35 dacapo [Drosophila virilis]
20. Qi 24657269 22221 35 Ras oncogene at 64B CGlL167- PA [ Drosophil a nel anogaster]
Results List

1. Qi| 17137148 Mass: 52082 Score: 140 Expect: 4.8e-010 Queries matched: 15

Origin recognition conplex subunit 5 CGr833-PA [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide

1082. 55 1081. 55 1081.56 -10.62 285 - 293 0 R SALTQ YMR. |

1098. 56 1097. 55 1097. 55 -5.32 285 - 293 0 R SALTQ YMR | + Oxidation (M

1141. 61 1140. 60 1140. 61 -9.96 243 - 252 0 R DVPELQLTAR. K

1162. 61 1161. 61 1161. 61 -7.87 191 - 200 0 R | LGSDFQQVR. N

1333. 67 1332. 66 1332. 67 -4.48 201 - 211 0 R. NQLLEQFAQDK. K

1395. 75 1394. 74 1394. 74 -2.80 315 - 326 0 K. LAQSLELPYYAK. F

1461. 77 1460. 76 1460. 76 -1.43 201 - 212 1 R NQLLEQFAQDKK. R

1494.71 1493. 70 1493.72 -10.14 98 - 109 0 K. VDNMLDFVEQLR. R + Oxi dation (M

1586. 90 1585. 89 1585. 90 -4.39 327 - 341 0 K. FLLI AAFLASHNAAK. Q

1634. 86 1633. 85 1633. 82 16.4 98 - 110 1 K. VDNMLDFVEQLRR. Q

1640. 91 1639. 90 1639. 91 -5.19 131 - 144 1 R LRDVMDANVLPVLLR. L + Oxidation (M

1650. 82 1649. 81 1649. 82 -3.78 98 - 110 1 K. VDNMLDFVEQLRR. Q + Oxi dation (M

1675. 82 1674. 81 1674. 82 -4.09 116 - 130 0 R. VEDQGFLI AVDNAER. L

2305. 12 2304. 12 2304. 11 2.35 294 - 313 0 R. | EKPAEEVEDFTAI EDQSVR. K

2433. 21 2432. 20 2432.21 -1.17 294 314 1 R. | EKPAEEVEDFTAI EDQSVRK. L

No match to: 842.51, 913.43, 973.52, 1173.58, 1179.59, 1475.75, 1567.74, 1795.79, 2211.10, 2225.11

2. Qi | 24650048 Mass: 108801 Score: 44 Expect: 2 Queries matched: 9
CGL0669- PA [ Drosophi | a nmel anogast er]
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Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on P4P800SE)

bserved M (expt) M (calc) ppm Start End M ss
1082. 55 1081. 55 1081. 53 12.6 442 - 450 1
1098. 56 1097. 55 1097. 48 57.9 765 - 773 1
1179. 59 1178. 58 1178.60 -13.62 380 - 388 1
1634. 86 1633. 85 1633. 86 -5.88 660 - 673 1
1640. 91 1639. 90 1639. 79 63.7 851 - 865 0
1675. 82 1674. 81 1674.78 23.5 365 - 379 1
1795.79 1794.78 1794.79 -3.01 873 - 887 1
2225.11 2224.10 2223.96 62.5 82 - 102 0
2433. 21 2432. 20 2432.33 -53.71 28 - 48 1
No match to: 842.51, 913.43, 973.52, 1141.61, 1162.61,
1567. 74, 1586.90, 1650.82, 2211.10, 2305.12

3. Qi | 19528115 Mass: 108736 Score: 44 Expect: 2
AT25429p [ Drosophil a nel anogast er]

Observed M (expt) M (calc) ppm Start End M ss
1082. 55 1081. 55 1081. 53 12.6 442 - 450 1
1098. 56 1097. 55 1097. 48 57.9 765 - 773 1
1179. 59 1178. 58 1178.60 -13.62 380 - 388 1
1634. 86 1633. 85 1633. 86 -5.88 660 - 673 1
1640. 91 1639. 90 1639. 79 63.7 851 - 865 0
1675. 82 1674. 81 1674.78 23.5 365 - 379 1
1795. 79 1794.78 1794. 79 -3.01 873 - 887 1
2225.11 2224.10 2223.96 62.5 82 - 102 0
2433. 21 2432. 20 2432.33 -53.71 28 - 48 1

No match to: 842.51, 913.43, 973.52, 1141.61, 1162.61,

1567. 74, 1586.90, 1650.82, 2211.10, 2305.12

4. Qi | 125776637 Mass: 45640 Score: 42 Expect :
GA18345- PA [ Dr osophi |l a pseudoobscur a]
bserved M (expt) M (calc) ppm Start End M ss

842.51 841. 50 841. 50 0. 00 17 - 23 1
1082. 55 1081. 55 1081. 55 -0.28 334 - 343 0
1173.58 1172.57 1172.60 -21.82 175 - 184 0
1333. 67 1332. 66 1332. 61 36.1 189 - 199 0
1395.75 1394. 74 1394. 75 -3.77 200 - 209 1
1650. 82 1649. 81 1649.83 -10.58 175 - 188 1

No match to: 913.43, 973.52, 1098.56, 1141.61,

1586.90, 1634.86, 1640.91, 1675.82,

5. Qi | 24642019 Mass: 93877 Score: 40 Expect: 5.
CGl4411- PA, isoform A [Drosophila mnel anogaster]
bserved M (expt) M (calc) ppm Start End M ss

842.51 841.50 841.54 -43.24 240 - 247 0
1098. 56 1097. 55 1097. 51 30.9 222 - 230 0
1173.58 1172.57 1172.59 -12.24 415 - 424 1
1333. 67 1332. 66 1332.71 -34.31 374 - 384 1
1567. 74 1566. 73 1566.81 -48.81 504 - 515 1
1586. 90 1585. 89 1585. 78 68.5 615 - 626 1
1650. 82 1649. 81 1649.84 -16.99 25 - 39 0

No match to: 913.43, 973.52, 1082.55, 1141.61,

1634.86, 1640.91, 1675.82, 1795.79, 2211.10, 2225.11,

6. Qi | 20128991 Mass: 30427 Score: 40 Expect: 5.
CGL7764- PA [ Drosophil a mel anogast er]
observed M (expt) M (calc) ppm Start End M ss

973.52 972.51 972.51 -0.58 36 - 43 0
1179. 59 1178. 58 1178.59 -7.36 1- 10 1
1461. 77 1460. 76 1460. 69 46. 1 236 - 248 0
1640. 91 1639. 90 1639. 82 46.0 71 - 86 1
1650. 82 1649. 81 1649.83 -8.53 30 - 43 1

No match to: 842.51, 913.43, 1082.55, 1098. 56,

1494.71, 1567.74, 1586.90, 1634.86, 1675.82,

7. Qi | 125982920 Mass: 59375 Score: 40 Expect :
GA17465- PA [ Drosophi |l a pseudoobscura]

Observed M (expt) M (calc) ppm Start End M ss

973.52 972.51 972.50 17.7 61 - 68 0
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Pepti de
R DLRMGVYGR. Y + Oxidation (M

R TQCMNTEKK. F + Oxidation (M

K. El KCM CLR. R + Propi onam de (O

K. I CDI QFVSVADLRR. H

K. YLCSLCGLESLTPNK. L

R. VDGFDFHRSEPNGAK. E

R HTGEKPFKCDLCDMR F + Oxi dation (M

K. | GDSLNGDDEMEGTAALECLR. E + Oxidation (M
K
1

. TFVQLLVELTRI EWMAQAEK. F + Oxi dation (M
173.58, 1333.67, 1395.75, 1461.77, 1475.75,

Queries matched: 9

Pepti de
R DLRMGVYGR. Y + Oxidation (M

R TQCWNTEKK. F + Oxi dation (M

K. EI KCM CLR. R + Propi onamni de (C)

K. | CDI QFVSVADLRR. H

K. YLCSLCGLESLTPNK. L

R. VDGFDFHRSEPNGAK. E

R. HTGEKPFKCDLCDMR. F + Oxi dation (M

K. | GDSLNGDDEMEGTAALECLR. E + Oxi dation (M

K. TFVQLLVELTRI EWMAQAEK. F + Oxi dation (M
1173.58, 1333.67, 1395.75, 1461.77, 1475.75,

2.8 Queries matched: 6

Pepti de

K. Rl El SPK. S

K. FVTI CVTGDK. T

K. CQPSAI TLNR. Q + Propi onani de (C)
R. HVYDNVMFENTK. |

K. | VERFLNYWR. T

K. CQPSAI TLNRQTYR. H

1162. 61, 1179.59, 1461.77, 1475.75, 1494.71, 1567.74,
1795.79, 2211.10, 2225.11, 2305.12, 2433.21

1 Queries nmatched: 7

Pepti de

. LI ASALVR. F

. FAFQQQDSK. M

. RLCTPETPEK. F

. SENVMLELVRK. C + Oxidation (M
. EW/ALEHPFQRR. L

. MFFSNPLYQRQR. G

. NTFTSYVAPLPGDLR. A

AAXNADARARA

Py

1162.61, 1179.59, 1395.75, 1461.77, 1475.75, 1494.71,

2305. 12, 2433.21
1 Queries matched: 5

Pepti de

K. FSSI NLHR. M

-. MSBKAQQLMAR. D + Oxidation (M

R NI DI AESPMAQTR. R + xidation (M
K. APVETNADAPAMPTKK. E

R QSYGNKFSSI NLHR. M

1141. 61, 1162.61, 1173.58, 1333.67, 1395.75, 1475.75,

1795.79, 2211.10, 2225.11, 2305.12, 2433.21

5.2 (Queries matched: 6

Pepti de
K. QAVLHFCR. N

1494. 71,

1494. 71,


http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027160.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027160.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027160.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027160.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027160.dat&hit=7

Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on P4P800SE)

1395. 75 1394. 74 1394.81 -52.12 407 - 419
1475. 75 1474. 75 1474. 69 36.4 61 - 72
1634. 86 1633. 85 1633.87 -12.74 274 - 287
2225.11 2224.10 2224.11 -4.78 323 - 340 K. QQVEYWNMDI EVI MEKDR. K + Oxi dation (M

2305. 12 2304. 12 2304.18 -26.99 50 - 68 R. NHVDI TENI PKQAVLHFCR. N + Pr opi onamni de (C)

No match to: 842.51, 913.43, 1082.55, 1098.56, 1141.61, 1162.61, 1173.58, 1179.59, 1333.67, 1461.77,
1494. 71, 1567.74, 1586.90, 1640.91, 1650.82, 1675.82, 1795.79, 2211.10, 2433.21

K. LASDLVPDWLVR. K
K. QAVLHFCRNCER. Y
R. HQLG\LSPI CLVNR. V + Pr opi onami de (C)

R R OPRO

8. Qi | 18447016 Mass: 30557 Score: 40 Expect: 5.4 Queries matched: 5
AT19038p [ Drosophil a nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
973.52 972.51 972.51 -0.58 36 - 43 0 K. FSSI NLHR. M

1179.59 1178.58 1178.59 -7.36 1- 10 1 - . MSKAQRLMAR. D + Oxidation (M
1461. 77 1460. 76 1460. 69 46. 1 238 - 250 0 R NI DI AESPMAQTR R + Oxidation (M
1640. 91 1639. 90 1639. 82 46.0 71 - 86 1 K. APVETNADAPAMPTKK. E

1650. 82 1649. 81 1649.83 -8.53 30 - 43 1 R QSYGNKFSSI NLHR M

No match to: 842.51, 913.43, 1082.55, 1098.56, 1141.61, 1162.61, 1173.58, 1333.67, 1395.75, 1475.75,
1494.71, 1567.74, 1586.90, 1634.86, 1675.82, 1795.79, 2211.10, 2225.11, 2305.12, 2433.21

9. Qi | 125986756 Mass: 46335 Score: 39 Expect: 6.3 Queries matched: 6
GA12523- PA [ Drosophi | a pseudoobscura]
bserved M (expt) M (calc) ppm Start End M ss Peptide

973. 52 972.51 972. 49 25.3 175 - 182 1 R STRGPNVR. Q
1082. 55 1081. 55 1081.56 -11.24 255 - 262 R NI FDW.FK. R
1333. 67 1332. 66 1332. 65 5.96 238 - 249 R NKHPSVGNSHEK. A
1634. 86 1633. 85 1633. 81 25.7 17 - 32 K. GTSTVI TTTAPQVGNR. S
1650. 82 1649. 81 1649. 80 5.45 17 - 32 K. GTSTVI TTTAPOQMGNR. S + Oxidation (M
2433. 21 2432. 20 2432.34 -55.29 289 309 R. KPHTTERPTEKTTEKPTVKPK. L

No match to: 842.51, 913.43, 1098.56, 1141.61, 1162.61, 1173.58, 1179.59, 1395.75, 1461.77, 1475.75,
1494. 71, 1567.74, 1586.90, 1640.91, 1675.82, 1795.79, 2211.10, 2225.11, 2305.12

= O O Fr O

10. Qi | 24646878 Mass: 92725 Score: 38 Expect: 7.4 (Queries natched: 8

CGr7886- PA [ Drosophi | a nel anogaster]

bserved M (expt) M (calc) ppm Start End M ss Peptide
1082. 55 1081. 55 1081. 54 9.50 2 - 10 1 M SVSRVTMVR. K + Oxi dation (M
1098. 56 1097. 55 1097.53 14.5 2 - 10 1 M SVSRVTMVR. K + 2 Oxidation (M
1141.61 1140. 60 1140. 54 56.0 758 - 766 0 K. YSSMHVFVR. R + Oxidation (M
1494.71 1493. 70 1493. 65 33.3 584 - 595 1 K. SDHEFANERDFK. L
1567. 74 1566. 73 1566. 78 -34.05 335 - 347 1 R. SI HDRLGCLPEEK. Q + Propi onam de (C)
1634. 86 1633. 85 1633. 78 41.5 106 - 119 0 R TYPQINI DPI DTEK. R
1795. 79 1794.78 1794.86 -43.06 436 - 450 1 R NDVMPEVI KNSQSYR. Q + Oxi dation (M

2211.10 2210. 10 2210.12 -10.18 451 - 470 1 R QSHFNRLVNSAATSPEVTPR. S

No match to: 842.51, 913.43, 973.52, 1162.61, 1173.58, 1179.59, 1333.67, 1395.75, 1461.77, 1475.75, 1586.90,
1640.91, 1650.82, 1675.82, 2225.11, 2305.12, 2433.21

11. Qi | 21064159 Mass: 92755 Score: 38 Expect: 8.1 (Queries matched: 8

AT27185p [ Drosophila nel anogaster]

bserved M (expt) M (calc) ppm Start End M ss Peptide
1082. 55 1081. 55 1081. 54 9.50 2 - 10 1 M SVSRVTMVR. K + xidation (M
1098. 56 1097. 55 1097. 53 14.5 2 - 10 1 M SVSRVTMVR. K + 2 xidation (M
1141. 61 1140. 60 1140. 54 56.0 758 - 766 0 K. YSSMHVFVR. R + xidation (M
1494.71 1493. 70 1493. 65 33.3 584 - 595 1 K. SDHEFANERDFK. L
1567. 74 1566. 73 1566. 73 -3.66 174 - 187 0 K. ALADNECLETVSFR. K
1634. 86 1633. 85 1633. 78 41.5 106 - 119 0 R TYPQTN DPI DTEK. R
1795.79 1794.78 1794.86 -43.06 436 - 450 1 R. NDVMPEVI KNSQSYR. Q + Oxidation (M

2211.10 2210. 10 2210.12 -10.18 451 - 470 1 R, @SHFNRLVNSAATSPEVTPR. S

No match to: 842.51, 913.43, 973.52, 1162.61, 1173.58, 1179.59, 1333.67, 1395.75, 1461.77, 1475.75, 1586. 90,
1640. 91, 1650.82, 1675.82, 2225.11, 2305.12, 2433.21

12. Qi | 20151513 Mass: 3968 Score: 38 Expect: 8.3 Queries matched: 3
GWD9207p [ Drosophil a nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide

842.51 841. 50 841.55 -56.59 11 - 17 1 K. AIRI LTR D
1141.61 1140. 60 1140.68 -65.08 22 - 31 0 R | PHHTALKPK. S

1162. 61 1161. 61 1161.62 -10.75 1- 10 1 -. WLDAI RSNK. A + Oxidation (M

No match to: 913.43, 973.52, 1082.55, 1098.56, 1173.58, 1179.59, 1333.67, 1395.75, 1461.77, 1475.75,
1494. 71, 1567.74, 1586.90, 1634.86, 1640.91, 1650.82, 1675.82, 1795.79, 2211.10, 2225.11, 2305.12, 2433.21
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13. Qi | 125986509 Mass: 39107 Score: 37 Expect: 10 Queries matched: 5
GA18584- PA [ Dr osophi |l a pseudoobscura]
Observed M (expt) M (calc) ppm Start End Mss Peptide

973. 52 972.51 972. 49 29.2 248 - 255 0 R. DKPHAMFK. R
1162. 61 1161. 61 1161. 55 48. 6 74 - 85 K. SGGTRNGGNTNK. T
1567. 74 1566. 73 1566.78 -31.04 47 - 60 K. EVAEAYEVLSDKSK. R
1640. 91 1639. 90 1639.93 -18.47 207 - 220 K. EDKVLQ SI KPGK. S

1795.79 1794.78 1794.86 -47.21 271 - 287 K. QALCGWFQVPTMSCDK. L + Oxi dation (M

No match to: 842.51, 913.43, 1082.55, 1098.56, 1141.61, 1173.58, 1179.59, 1333.67, 1395.75, 1461.77,
1475.75, 1494.71, 1586.90, 1634.86, 1650.82, 1675.82, 2211.10, 2225.11, 2305.12, 2433.21

O R R R

14. Qi | 224804 Mass: 8951 Score: 37 Expect: 10 Queries matched: 3
caudal 38E gene
bserved M (expt) M (calc) ppm Start End M ss Peptide

1333. 67 1332. 66 1332.69 -20.33 39 - 50 0 K. SELAQTLSLSER. Q
1461. 77 1460. 76 1460.78 -15.88 38 - 50 1 R KSELAQTLSLSER. Q

1475. 75 1474.75 1474.72 14.9 26 - 36 1 K. EYCTSRYI TIR R + Propi onanide (C)

No match to: 842.51, 913.43, 973.52, 1082.55, 1098.56, 1141.61, 1162.61, 1173.58, 1179.59, 1395.75, 1494.71,
1567. 74, 1586.90, 1634.86, 1640.91, 1650.82, 1675.82, 1795.79, 2211.10, 2225.11, 2305.12, 2433.21

15. Qi | 6531636 Mass: 19387 Score: 37 Expect: 10 Queries matched: 4
TC21 ras-related [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide

1173.58 1172. 57 1172.55 18.8 18 - 27 0 K. QCNI DDVPAK. L + Propi onanmi de (Q)
1567.74 1566. 73 1566. 72 7.67 80 - 92 1 K. DRDEFPMLMW/GN\K. C + Oxi dation (M
1650. 82 1649. 81 1649.86 -30.29 112 - 125 1 R NLM PYI ECSAKLR. V

1795.79 1794.78 1794.85 -36.80 28 - 43 0 K. LDl LDTAGQEEFSAMR. E

No match to: 842.51, 913.43, 973.52, 1082.55, 1098.56, 1141.61, 1162.61, 1179.59, 1333.67, 1395.75, 1461.77,
1475.75, 1494.71, 1586.90, 1634.86, 1640.91, 1675.82, 2211.10, 2225.11, 2305.12, 2433.21

16. Qi | 6665667 Mass: 198883 Score: 36 Expect: 12 Queries matched: 9
UNC- 13 [ Drosophi | a nel anogast er]
bserved M (expt) M (calc) ppm Start End M ss Peptide
913. 43 912.42 912.44 -18.07 993 - 999 0 R IDLSMYR N + Oxidation (M
973.52 972.51 972.51 7.51 1538 - 1545 0 K. SPELQVLR. Y
1098. 56 1097. 55 1097. 55 -2.25 970 - 979 1 R. FAASNFGKEK. F
1179.59 1178.58 1178.55 23.5 628 - 638 1 R. QGVRCTECGVWK. C
1395. 75 1394. 74 1394.76 -13.30 73 - 86 1 K. KASTVAGWFGSI L&K. A
1475. 75 1474.75 1474.75 -5.35 1700 - 1711 1 K. GSVACW.PLMRR. | + Oxidation (M; Propionamde (O
1494.71 1493. 70 1493.74 -22.01 392 - 405 0 K. VDSNI EASFASLNK. K
1567. 74 1566. 73 1566. 75 -15.01 406 - 419 1 K. KSDSFTPTNDSL(K. H
1640. 91 1639. 90 1639. 80 61.4 474 - 488 0 R GETEEWGGHMVLR. Q

No match to: 842.51, 1082.55, 1141.61, 1162.61, 1173.58, 1333.67, 1461.77, 1586.90, 1634.86, 1650. 82,
1675.82, 1795.79, 2211.10, 2225.11, 2305.12, 2433.21

17. Qi | 24653385 Mass: 149429 Score: 36 Expect: 12 Queries matched: 8
centrosom n CA832-PC, isoform C [ Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End M ss Peptide
973.52 972.51 972.56 -48.17 575 - 582 1 K. QLQTEVKK. K

1082. 55 1081. 55 1081. 55 -3.35 1215 - 1223 1 R AMLKTVEMK. T + 2 xidation (M
1141. 61 1140. 60 1140. 55 49.7 489 - 497 1 R ERI HEQACR T
1333. 67 1332. 66 1332. 67 -6.99 44 - 54 1 R ELEEQVSALRK. E
1650. 82 1649. 81 1649. 77 27.5 527 - 542 1 K. ENDCAKTVI SPSSSGR. S
1795. 79 1794.78 1794.81 -14.77 910 - 923 0 R MLNVQCQWELDNR. Y + 2 Oxidation (M; Propionanide (C
2305. 12 2304. 12 2304.21 -42.17 304 - 323 1 K. NVLNYEAL| AKLNAELETMR. Q

2433. 21 2432. 20 2432.23 -12.06 1048 - 1067 0 . DW/ALTTYQEQAQQLLELQR. S

No match to: 842.51, 913.43, 1098.56, 1162.61, 1173.58, 1179.59, 1395.75, 1461.77, 1475.75, 1494.71,
1567. 74, 1586.90, 1634.86, 1640.91, 1675.82, 2211.10, 2225.11

Py

18. i|578301 Mass: 22233 Score: 35 Expect: 14 Queries natched: 4
put. cad fragment [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide

1333. 67 1332. 66 1332.69 -20.33 92 - 103 0 K. SELAQTLSLSER. Q
1461. 77 1460. 76 1460. 78 -15.88 91 - 103 1 R KSELAQTLSLSER Q
1475. 75 1474. 75 1474.72 14.9 79 - 89 1 K. EYCTSRYI TIR R + Propi onanmi de (C)

2433. 21 2432. 20 2432.26 -21.85 175 - 197 0 R. LHPHLAAHSHSL AAVAAHSHQL Q. -
No match to: 842.51, 913.43, 973.52, 1082.55, 1098.56, 1141.61, 1162.61, 1173.58, 1179.59, 1395.75, 1494.71,
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1567. 74, 1586.90, 1634.86, 1640.91, 1650.82, 1675.82, 1795.79, 2211.10, 2225.11, 2305.12

19. Qi 17016304 Mass: 27877 Score: 35 Expect: 15 Queries matched: 4
dacapo [Drosophila virilis]
Observed M (expt) M (calc) ppm Start End Mss Peptide
1173.58 1172.57 1172.53 33.9 13 - 22 1 R SEFCKMSVSR. N
1395.75 1394. 74 1394.76 -16.67 1- 12 1 - . WSARMLHPWR. S
1461. 77 1460. 76 1460. 73 22.9 6 - 17 1 R MLHPWRSEFCK. M + Oxi dation (M

2433. 21 2432. 20 2432.10 41.8 105 - 126 0 R. AAHVRPDAYDSASDVDALLNER. A + Oxi dation (M

No match to: 842.51, 913.43, 973.52, 1082.55, 1098.56, 1141.61, 1162.61, 1179.59, 1333.67, 1475.75, 1494.71,
1567. 74, 1586.90, 1634.86, 1640.91, 1650.82, 1675.82, 1795.79, 2211.10, 2225.11, 2305.12

20. ai| 24657269 Mass: 22221 Score: 35 Expect: 17 Queries matched: 4
Ras oncogene at 64B CGL167- PA [ Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide

1173.58 1172. 57 1172.55 18.8 45 - 54 0 K. QCNI DDVPAK. L + Propi onanmi de (Q)
1567.74 1566. 73 1566. 72 7.67 107 - 119 1 K. DRDEFPMLM/GN\K. C + Oxi dation (M
1650. 82 1649. 81 1649.86 -30.29 139 - 152 1 R NLM PY!I ECSAKLR. V

1795. 79 1794.78 1794.85 -36.80 55 - 70 0 K. LDl LDTAGQEEFSAMR. E

No match to: 842.51, 913.43, 973.52, 1082.55, 1098.56, 1141.61, 1162.61, 1179.59, 1333.67, 1395.75, 1461.77,
1475.75, 1494.71, 1586.90, 1634.86, 1640.91, 1675.82, 2211.10, 2225.11, 2305.12, 2433.21

Sear ch Parameters

Type of search : Peptide Mass Fingerprint
Enzyme : Trypsin
Vari abl e nodifications : Oxidation (M, Propionam de (C)
Mass val ues : Monoi sotopic
Protein Mass : Unrestricted
Peptide Mass Tol erance : + 70 ppm
Pepti de Charge State o1+
Max M ssed Cl eavages o1
Nunber of queries . 25
Mascot: http://www.matrixscience.com/
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M ascot Sear ch Results

User llya

Enai | : toropygi n@anbler.ru

Search title : Submtted from Shidlovsky 080328 Il by Mascot Daenon on P4P800SE
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I SelectAll I I SelectNone I I SearctBelected |
Index
Accessi on Mass Score Description
1. @i|5081626 82120 100 origin recognition conplex subunit 3 [Drosophila mel anogaster]
2. @i|5391451 82151 100 LATHEO [ Drosophila nel anogast er]
3. 0i|17136788 82201 86 | atheo C34088-PA, isoform A [Drosophila nel anogaster]
4. Qi]| 125976956 23171 43 GA20782- PA [Drosophil a pseudoobscur a]
5. 0i|24648911 82796 41 (CG31423-PA [Drosophila nel anogaster]
6. Qi|24644214 29890 40 CGl4667-PA, isoform A [Drosophila nel anogaster]
7. Qi|28137740 69054 39 xant hi ne dehydrogenase [Drosophila koepferae]
8. 0i|24646727 68953 39 Oigin recognition conplex subunit 2 CG3041- PA [ Drosophila nel anogaster]
9. @i|125777612 219672 38 GA19970- PA [Drosophil a pseudoobscura]
10. gi| 3342458 36651 37 thymdyl ate synthase [Drosophila mel anogaster]
11. @i | 37788606 68676 37 xant hi ne dehydrogenase [Drosophila buzzatii]
12. @i | 3915203 42995 37 Uroporphyrinogen decar boxyl ase (URO-D) (UPD)
13. @i | 125810666 39351 36 GA14829- PA [ Drosophila pseudoobscura]l
14. @i |125986649 51171 36 GA11518- PA [Drosophil a pseudoobscura]
15. @i | 21711659 61204 36 GH23001p [ Drosophila nmel anogaster]
16. gi| 37788628 69063 36 xant hi ne dehydrogenase [Drosophila buzzatii]
17. @i | 37788634 69032 36 xant hine dehydrogenase [Drosophila buzzatii]
18. @i |125808420 153274 36 GA10856- PA [ Drosophil a pseudoobscural
19. @i | 37788610 69055 36 xant hine dehydrogenase [Drosophila buzzatii]
20. Qi|37788616 69055 36 xant hi ne dehydrogenase [Drosophila buzzatii]
Results List
1. Qi | 5081626 Mass: 82120 Score: 100 Expect: 4.9e-006 Queries matched: 13

origin recognition conplex subunit 3 [Drosophila mel anogaster]
Observed M (expt) M (calc) ppm Start End M ss Peptide
1351. 75 1350. 74 1350.75 -9.81 696 - 707 0 R AVAELQFLGYI K. M

1399. 73 1398. 73 1398. 70 19.2 552 - 563 0 R HQLNTPTTQFGR A

1518.72 1517.71 1517. 64 43.5 190 - 201 0 K. SWYTNNFDSEQK. R

1553. 85 1552. 84 1552. 79 34.4 658 - 669 0 R M NLFDW.QAFR. S

1569. 85 1568. 84 1568. 78 38.6 658 - 669 0 R M NLFDW.QAFR S + Oxidation (M
1586. 79 1585. 79 1585. 74 28.4 43 - 54 0 K. EWQQPFYEEYR. K

1703. 94 1702. 94 1702. 89 27.0 75 - 89 0 R TLEQLVDFVWGQAER. D

1714. 89 1713. 88 1713. 84 26.4 43 - 55 1 K. EWWQQPFYEEYRK. A

1807. 04 1806. 04 1806. 00 20.6 568 - 582 0 K TLQLI ETQ VQDHLR A

1830. 96 1829. 96 1829. 95 2.31 265 - 281 0 R. VFQTQAAPTGLNEVLDK. V

2339. 29 2338. 29 2338. 23 23.6 583 - 603 0 R. ALQDAPPI HELFVFSDI ATVR. R

2499. 24 2498. 23 2498. 19 18.4 670 - 692 0 R. SVWSGSDNEEVAQEQ DPQ QAR. F

3362. 75 3361. 74 3361. 72 6.81 90 - 120 0 R. DTPDEVLPTAALLTGA NQPDHLSQFTALTQR. L
No match to: 1015.53, 1171.55, 1201.58, 1320.71, 1936.91, 1952.91, 2023.07, 2102.12, 2124.98, 2137.17, 2284.23,

2585. 28, 2722.45, 2808.38, 3570.52

2. Qi | 5391451 Mass: 82151 Score: 100 Expect: 4.9e-006 Queries matched: 13
LATHEO [ Dr osophi | a el anogast er]
bserved M (expt) M (calc) ppm Start End M ss Peptide
1351. 75 1350. 74 1350.75 -9.81 696 - 707 0 R AVAELQFLGYI K. M

1399. 73 1398. 73 1398. 70 19.2 552 - 563 R HQLNTPTTQFCR A
1518. 72 1517. 71 1517. 64 43.5 190 - 201 K. SWYTNNFDSEQK. R
1553. 85 1552. 84 1552. 79 34.4 658 - 669 R M NLFDW.QAFR. S
1569. 85 1568. 84 1568. 78 38.6 658 - 669 R M NLFDW.QAFR S + Oxidation (M

O O oo
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1586. 79 1585. 79 1585. 74 28.4 43 - 54
1703. 94 1702. 94 1702. 89 27.0 75 - 89
1714. 89 1713. 88 1713. 84 26.4 43 - 55
1807. 04 1806. 04 1806. 00 20.6 568 - 582

0 EVWQQPFYEEYR. K
0
1
0
1830. 96 1829. 96 1829. 95 2.31 265 - 281 0
0
0
0

TLEQLVDFWGQAER D

EWQQPFYEEYRK. A

TLQLI ETQ VQDHLR A

VFQTQAAPTGLNEVLDK. V

ALQDAPPI HELFVFSDI ATVR. R

SVVSGSDNEEVAQEQ DPQ QAR. F

DTPDEVLPTAALLTG NQPDHLSQFTALTQR. L

1, 1952.91, 2023.07, 2102.12, 2124.98, 2137.17, 2284.23,

2339. 29 2338. 29 2338. 23 23.6 583 - 603
2499. 24 2498. 23 2498. 19 18.4 670 - 692
3362. 75 3361. 74 3361.72 6.81 90 - 120

No match to: 1015.53, 1171.55, 1201.58, 1320.71, 1936.
2585. 28, 2722.45, 2808.38, 3570.52

©OCODXIIAXNATAR

3. Qi | 17136788 Mass: 82201 Score: 86 Expect: 0.00012 CQueries matched: 12
| at heo CG4088- PA, isoform A [Drosophila nel anogaster]
Chserved M (expt) M (calc) ppm Start End Mss Peptide
1351. 75 1350. 74 1350.75 -9.81 696 - 707 0 R AVAELQFLGYI K. M

1399. 73 1398. 73 1398. 70 19.2 552 - 563 0 R HQLNTPTTQFGR A

1518.72 1517. 71 1517. 64 43.5 190 - 201 0 K. SWYTNNFDSEQK. R

1553. 85 1552. 84 1552. 79 34.4 658 - 669 0 R. M NLFDW.QAFR. S

1569. 85 1568. 84 1568. 78 38.6 658 - 669 0 R M NLFDW.QAFR S + Oxidation (M
1586. 79 1585. 79 1585. 74 28.4 43 - 54 0 K. EWQQPFYEEYR. K

1703. 94 1702. 94 1702. 89 27.0 75 - 89 0 R TLEQLVDFVWWGQAER D

1714. 89 1713. 88 1713. 84 26.4 43 - 55 1 K. EWWQQPFYEEYRK. A

1807. 04 1806. 04 1806. 00 20.6 568 - 582 0 K. TLQLI ETQ VQDHLR. A

1830. 96 1829. 96 1829. 95 2.31 265 - 281 0 R. VFQTQAAPTGLNEVLDK. V

2339. 29 2338. 29 2338. 23 23.6 583 - 603 0 R. ALQDAPPI HELFVFSDI ATVR. R

3362. 75 3361. 74 3361. 72 6.81 90 - 120 0 R. DTPDEVLPTAALLTG NQPDHLSQFTALTCQR. L
No match to: 1015.53, 1171.55, 1201.58, 1320.71, 1936.91, 1952.91, 2023.07, 2102.12, 2124.98, 2137.17, 2284.23,

2499. 24, 2585.28, 2722.45, 2808.38, 3570.52

4. Qi | 125976956 Mass: 23171 Score: 43 Expect: 2.3 Queries matched: 5
GA20782- PA [ Drosophi | a pseudoobscura]
bserved M (expt) M (calc) ppm Start End M ss Peptide

1399. 73 1398. 73 1398.78 -35.23 56 - 67 1 R LGNTLPTRQWR. Y

1553. 85 1552. 84 1552. 82 15.8 68 - 79 0 R YEQALPLHQLWR G

1703. 94 1702. 94 1702. 92 11.5 1- 14 0 - . LQEFI TDLWPHHR. C

1952. 91 1951. 90 1951.99 -42.02 15 - 31 0 R CNVNI | PEHI TMLEGAK. S + Propi onam de (C)
2124. 98 2123. 97 2124.08 -52.51 15 - 33 1 R. CNVNI | PEHI TMLEGAKSR. K

No match to: 1015.53, 1171.55, 1201.58, 1320.71, 1351.75, 1518.72, 1569.85, 1586.79, 1714.89, 1807.04, 1830. 96,
1936. 91, 2023.07, 2102.12, 2137.17, 2284.23, 2339.29, 2499.24, 2585.28, 2722.45, 2808.38, 3362.75, 3570.52

5. Qi | 24648911 Mass: 82796 Score: 41 Expect: 3.7 Queries matched: 7

CG31423- PA [ Drosophi |l a nel anogast er]

bserved M (expt) M (calc) ppm Start End Mss Peptide
1015. 53 1014. 53 1014.60 -68.93 132 - 139 1 K. NPQLKFLR. E
1399. 73 1398. 73 1398.81 -56.09 401 - 412 1 R. FMDVLHKLGVLK. L
1569. 85 1568. 84 1568. 85 -6.79 140 - 152 1 R ELI NVI EEGREI R T
1586. 79 1585. 79 1585.87 -54.18 60 - 73 1 K. I VARPTLSI DSRCR. S
1714. 89 1713. 88 1713. 86 14.1 344 - 357 1 K. YNLSLKLYDQNESK. S
2499. 24 2498. 23 2498. 19 17.8 586 - 606 1 K. SFDERVFCESESLTI AWNLPR. M
2808. 38 2807. 37 2807. 31 19.6 188 - 212 0 R. | SGYFNDQAVI LACMGENSDYGLLK. S + Oxidation (M; Propionanide (O

No match to: 1171.55, 1201.58, 1320.71, 1351.75, 1518.72, 1553.85, 1703.94, 1807.04, 1830.96, 1936.91, 1952.91,
2023.07, 2102.12, 2124.98, 2137.17, 2284.23, 2339.29, 2585.28, 2722.45, 3362.75, 3570.52

6. Qi | 24644214 Mass: 29890 Score: 40 Expect: 5.4 Queries matched: 5
CGL4667- PA, isoform A [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide

1201. 58 1200. 57 1200.62 -36.97 20 - 28 1 R DRNI FI HVR. G

1703. 94 1702. 94 1703.00 -37.06 31 - 45 1 K. YLGQLKLI TGVELTR N

1952.91 1951. 90 1951.94 -18.32 237 - 253 1 R RFQCTI CHEAFASLGAK. L + Propi onam de (C)

2137. 17 2136. 16 2136. 06 47.2 238 - 255 1 R. FQCTI CHEAFASLGAKLR. H + 2 Propi onam de (C)

3570. 52 3569. 51 3569.59 -21.78 174 - 202 0 R. SNFFI CDECGTLFHDAFLYTEHLNGHONR. R + 2 Propi onam de (C)

No match to: 1015.53, 1171.55, 1320.71, 1351.75, 1399.73, 1518.72, 1553.85, 1569.85, 1586.79, 1714.89, 1807.04,
1830. 96, 1936.91, 2023.07, 2102.12, 2124.98, 2284.23, 2339.29, 2499.24, 2585.28, 2722.45, 2808.38, 3362.75

7. Qi | 28137740 Mass: 69054 Score: 39 Expect: 5.9 (Queries matched: 6
xant hi ne dehydrogenase [ Drosophila koepferae]
bserved M (expt) M (calc) ppm Start End M ss Peptide

1399. 73 1398. 73 1398. 70 22.0 32 - 43 0 R. CTGYRPI LEGYK. T

1586. 79 1585. 79 1585.81 -12.53 481 - 494 R MDGELYLAFVLSTK. A

1714. 89 1713. 88 1714.00 -67.43 151 - 164 K. FKHFLYPVLI NPVK. V

2124.98 2123. 97 2124.10 -61.27 1- 19 - . G VMSMYALLRNAAKPSMR. D + Oxi dation (M
2284. 23 2283. 22 2283.19 15.0 460 - 480 K. VHVSALKQATGEAI YTDDI PR M

)
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Protein Summary Report (Submitted from Shidlovsky 080328 11 by Mascot Daemon on PAP800SE)

R. NVACLGGNI MTASPI SDWNTVLTAAGVR. L + 2 Oxidation (M
1351.75, 1518.72, 1553.85, 1569.85, 1703.94, 1807.04, 1830. 96,

2023.07, 2102.12, 2137.17, 2339.29, 2499.24, 2585.28, 2722.45, 3362.75, 3570.52

6.3 Queries matched: 7

Pepti de
R AQLTEFLDHK. L
R EAFLVSSDLALR A

K. RDAMALAALNATPCTPK. T + Oxi dation (M; Propionanide (C)

K. TSAEHEGSI NAI MEEYR. S

K. TSAEHEGSI NAI MEEYR. S + Oxi dation (M

K. SNEFVPESDGYFHSHASSK. |

K. DLHLI QSEYNVAGTSMFGFNTPK. K + Oxi dation (M

1518. 72, 1553.85, 1569.85, 1586.79, 1703.94, 1714.89, 1807.04,
2499. 24, 2722.45, 2808.38, 3362.75, 3570.52

7.4 CQueries matched: 10

Pepti de

EW.AFGHR. F

. | HPKTVI TFHK. A

. SCLTI I RRHPK. T + Propi onami de (C)
CTELSMKNCTK. Y + 2 Propi onanmi de (O
GRLAGYQDNYFHPHR. F

FI DCVCTEGGVTSEHI R. N + Propi onam de (C)
. VAFDTEVTPEQ ENFRK. |

Al LDHQQFELVLRFM\K. A

. TSSHHFYNQFSSNVAENR. T

K. G | ELAEVQSVTAAQPAQ GAKGVDEK. G

AAXAAXXRAIIA

2808. 38 2807. 37 2807. 36 2.88 225 - 252 0
No match to: 1015.53, 1171.55, 1201.58, 1320.71,
1936.91, 1952.91,

8. Qi | 24646727 Mass: 68953 Score: 39 Expect :
Origin recognition conplex subunit 2 CG3041- PA [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss

1201. 58 1200. 57 1200.61 -33.05 576 - 585 0
1320. 71 1319.71 1319.71 -0.79 564 - 575 0
1830. 96 1829. 96 1829. 91 23.9 140 - 156 1
1936. 91 1935. 90 1935. 86 20.3 321 - 337 0
1952. 91 1951. 90 1951. 86 23.4 321 - 337 0
2124.98 2123. 97 2123.92 24.5 273 - 291 0
2585. 28 2584. 27 2584. 23 16. 2 116 - 138 0
No match to: 1015.53, 1171.55, 1351.75, 1399.73,
2023.07, 2102.12, 2137.17, 2284.23, 2339. 29,

9. Qi | 125777612 Mass: 219672 Score: 38 Expect :
GA19970- PA [ Drosophi | a pseudoobscura]
hserved M (expt) M (calc) ppm Start End M ss

1015. 53 1014. 53 1014. 50 23.6 1474 - 1481 0
1320. 71 1319.71 1319.77 -48.45 413 - 423 1
1351.75 1350. 74 1350.78 -28.94 406 - 416 1
1399. 73 1398. 73 1398. 63 69.2 1815 - 1825 1
1830. 96 1829. 96 1829. 87 46.8 1763 - 1777 1
1936. 91 1935. 90 1935. 88 10.6 855 - 871 0
2023. 07 2022. 07 2022.01 30.2 1011 - 1027 1
2102. 12 2101. 11 2101. 11 -0.74 637 - 653 1
2124.98 2123. 97 2123.94 13.9 1858 - 1875 0
2722. 45 2721. 44 2721. 45 -5.71 1918 - 1944 1
No match to: 1171.55, 1201.58, 1518.72, 1553. 85,

2284. 23, 2339.29, 2499.24, 2585.28, 2808. 38,

10. Qi | 3342458 Mass: 36651 Score: 37 Expect: 9.
thym dyl ate synthase [Drosophila nel anogaster]
Cbserved M (expt) M (calc) ppm Start End M ss

1320.71 1319.71 1319. 62 67.8 35 - 44 0
1569. 85 1568. 84 1568. 80 25.1 71 - 83 1
1703. 94 1702. 94 1702. 85 47.9 182 - 195 1
1936. 91 1935. 90 1935.90 -1.04 196 - 212 0
1952.91  1951.90 1951.90 2.28 196 - 212 0
2339. 29 2338. 29 2338. 15 59.2 35 - 53 1
No match to: 1015.53, 1171.55, 1201.58, 1351. 75,

11. Qi | 37788606 Mass: 68676 Score: 37 Expect :
xant hi ne dehydrogenase [Drosophila buzzatii]

Observed M (expt) M (calc) ppm Start End M ss
1015. 53 1014. 53 1014.56 -29.11 253 - 262 1
1399. 73 1398. 73 1398. 70 22.0 32 - 43 0
1586. 79 1585. 79 1585.81 -12.53 481 - 494 0
1714. 89 1713. 88 1714.00 -67.43 151 - 164 1
2137. 17 2136. 16 2136. 10 28.6 1- 19 1
2585. 28 2584. 27 2584.36 -35.70 309 - 332 1
No match to: 1171.55, 1201.58, 1320.71, 1351.75,

1952. 91,

12. Qi | 3915203 Mass: 42995 Score: 37 Expect: 11
Ur opor phyri nogen decar boxyl ase (URO-D) (UPD)

Observed M (expt) M (calc) ppm Start End M ss
1015. 53 1014. 53 1014. 52 10.5 344 - 352 0
1351. 75 1350. 74 1350. 65 67.5 58 - 67 1
1518. 72 1517.71 1517.76 -35.34 1- 13 1
1830. 96 1829. 96 1829.91 23.9 68 - 82 1
2808. 38 2807. 37 2807. 32 17.9 59 - 81 1
No match to: 1171.55, 1201.58, 1320.71, 1399.73,

1952. 91,

13. Qi | 125810666 Mass: 39351 Score: 36 Expect :
GA14829- PA [ Drosophi | a pseudoobscura]

Observed M (expt) M (calc) ppm Start End M ss
1015. 53 1014. 53 1014.55 -18.04 231 - 238 1
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1569. 85, 1586.79, 1703.94, 1714.89, 1807.04, 1952.91, 2137.17,
3362. 75, 3570.52

1 Queries matched: 6

Pepti de

R DEMHYLDLLR H + Oxidation (M

R FDMRNSFPLLTTK. R

R RI | MSAWNPLDVPK. M + 2 Oxi dation (M

K. MALPPCHCLAQFYVSEK. R

K. MALPPCHCLAQFYVSEK. R + Oxi dation (M
R. DEMHYLDLLRHI | ANGEQR. M + Oxi dation (M

1399. 73, 1518.72, 1553.85, 1586.79, 1714.89, 1807.04, 1830. 96,
2023.07, 2102.12, 2124.98, 2137.17, 2284.23, 2499.24, 2585.28, 2722.45, 2808.38, 3362.75, 3570.52

10 Queries matched: 6

Pept i de

R. LEVASRAGGR. R

R. CTGYRPI LEGYK. T

R. MDGELYLAFVLSTK. A

K. FKHFLYPVLI NPVK. V

-. G VMPMYALVRNAAKPSMR. D + 2 Oxidation (M
R. RDDDI Al VNSAVNVNFKPGTNVVK. S

1518. 72, 1553.85, 1569.85, 1703.94, 1807.04, 1830.96, 1936.91,

2023.07, 2102.12, 2124.98, 2284.23, 2339.29, 2499.24, 2722.45, 2808.38, 3362.75, 3570.52

Queries matched: 5

Pept i de

R SLATEMVHK. C

R KQHDFFTVCR. T + Propi onanmi de (C)
- . MIT KNNNNNNTLK. H

R TPELACEVIMPLRR F + Oxidation (M; Propionanide (C)

K. QHDFFTVCRTPELACEVTMPLR. R + Oxi dation (M;

Pr opi onam de (O)

1553. 85, 1569.85, 1586.79, 1703.94, 1714.89, 1807.04, 1936.91,

11 Queries matched: 5

Pepti de
R. | RDELVDR. L

2023.07, 2102.12, 2124.98, 2137.17, 2284.23, 2339.29, 2499.24, 2585.28, 2722.45, 3362.75, 3570.52


http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=10
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=13
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R KQHDFFTVCR. T + Propi onam de (C)

- . QPFPVLKNDNLLR. A

R. TPELACEVTIMQPLRR. F + Oxi dation (M; Propionande (C

K. QHDFFTVCRTPELACEVTMQPLR. R + Oxi dation (M; Propionam de (C)

1518. 72, 1569.85, 1586.79, 1703.94, 1714.89, 1807.04, 1936.91,

2284. 23, 2339.29, 2499.24, 2585.28, 2722.45, 3362.75, 3570.52

12 Queries matched: 5

Pepti de

R. KVFFHTDAAQAVCXK. |

R EMSPLVEMV/QEG DLK. S + 2 Oxidation (M

K. | PMDVNAMNI DLMBI SGHK. |+ Oxi dation (M

K. DVALSSGSACTSASLEPSYVLR. A + Propi onani de (C)
R SGTVPASLAVGLGAAAEL SQQEMEYDK. K

1351.75, 1399.73, 1553.85, 1569.85, 1586.79, 1703.94, 1714.89,

2137.17, 2339.29, 2499.24, 2585.28, 2808.38, 3362.75, 3570.52

12 Queries matched: 6

1351. 75 1350. 74 1350. 65 67.5 43 - 52 1
1553. 85 1552. 84 1552.87 -21.28 1- 13 1
1830. 96 1829. 96 1829. 91 23.9 53 - 67 1
2808. 38 2807. 37 2807. 32 17.9 44 - 66 1
No match to: 1171.55, 1201.58, 1320.71, 1399.73,
1952.91, 2023.07, 2102.12, 2124.98, 2137.17,
14. Qi | 125986649 Mass: 51171 Score: 36 Expect :

GA11518- PA [ Drosophi |l a pseudoobscura]

bserved M (expt) M (calc) ppm Start End M ss
1518. 72 1517.71 1517.80 -59.77 234 - 247 1
1936. 91 1935. 90 1935. 90 3.47 443 - 458 0
2102. 12 2101. 11 2101. 00 53.3 248 - 266 0
2284. 23 2283. 22 2283.11 50.3 380 - 401 0
2722. 45 2721. 44 2721. 32 45.1 301 - 327 0
No match to: 1015.53, 1171.55, 1201.58, 1320.71,
1807. 04, 1830.96, 1952.91, 2023.07, 2124.98,

15. Qi | 21711659 Mass: 61204 Score: 36 Expect :

GH23001p [Drosophila nel anogast er]

bserved M (expt) M (calc) ppm Start End M ss
1703. 94 1702. 94 1702. 82 67. 4 7 - 21 0
1936. 91 1935. 90 1935.98 -39.92 382 - 397 1
1952. 91 1951. 90 1951.97 -36.27 382 - 397 1
2722. 45 2721. 44 2721. 42 6. 85 87 - 109 1
2808. 38 2807. 37 2807.44 -25.99 468 - 494 1
3362. 75 3361. 74 3361. 51 68.5 7 - 38 1

No match to:

1807. 04,

16. Qi | 37788628

bser ved

1015.
1399.
1586.
1714.
2124.
2585.
No match to:

53
73
79
89
98
28

1952. 91,

17. Qi | 37788634

bser ved

1015.
1399.
1586.
1714.
2124.
2585.
No match to:

53
73
79
89
98
28

1952. 91,

18. Qi | 125808420

bser ved

1171.
1201.
1351.
1586.
1714.
2102.
2499.
3570.
No match to:

55
58
75
79
89
12
24
52

19. Qi | 37788610

bser ved

Mass: 69063 Score: 36 Expect :
xant hi ne dehydrogenase [Drosophila buzzatii]
M (expt) M (calc) ppm Start End M ss
1014. 53 1014.56 -29.11 253 - 262 1
1398. 73 1398. 70 22.0 32 - 43 0
1585. 79 1585.81 -12.53 481 - 494 0
1713. 88 1714.00 -67.43 151 - 164 1
2123. 97 2124.10 -61.27 1- 19 1
2584. 27 2584.36 -35.70 309 - 332 1
1171.55, 1201.58, 1320.71, 1351.75,
Mass: 69032 Score: 36 Expect :
xant hi ne dehydrogenase [Drosophila buzzatii]
M (expt) M (calc) ppm Start End M ss
1014. 53 1014.56 -29.11 253 - 262 1
1398. 73 1398. 70 22.0 32 - 43 0
1585. 79 1585.81 -12.53 481 - 494 0
1713. 88 1714.00 -67.43 151 - 164 1
2123.97 2124.10 -61.27 1- 19 1
2584. 27 2584.36 -35.70 309 - 332 1
1171.55, 1201.58, 1320.71, 1351.75,
2023.07, 2102.12, 2137.17, 2284.23,
Mass: 153274 Score: 36 Expect :
GA10856- PA [ Drosophi | a pseudoobscur a]
M (expt) M (calc) ppm Start End M ss
1170. 54 1170.57 -24.32 658 - 666 1
1200. 57 1200. 61 -33.07 262 - 271 0
1350. 74 1350.71 24.9 742 - 753 1
1585. 79 1585. 79 -3.74 1147 - 1158 1
1713. 88 1713.78 58.0 883 - 897 0
2101. 11 2101. 12 -5.46 89 - 106 1
2498. 23 2498. 20 14.9 564 - 584 0
3569. 51 3569.62 -29.44 433 - 465 0
1015. 53, 1320.71, 1399.73, 1518.72,
2023.07, 2124.98, 2137.17, 2284.23, 2339.29,
Mass: 69055 Score: 36 Expect :
xant hi ne dehydrogenase [Drosophila buzzatii]
M (expt) M (calc) ppm Start End M ss
1014. 53 1014.56 -29.11 253 - 262 1

1015.

53

file:///C|/Users/samsung/Desktop/re(4)/005.htm[01.03.2016 17:09:44]

1015.53, 1171.55, 1201.58, 1320.71,

Pepti de

K. TNASTDVI FSPFNYK. M

R LQ QNELMSKDSSMLK. E

R LQ QNELMSKDSSMLK. E + Oxidation (M

K. HLVRQLDAELSQRPLFCMSPPLR. R + Oxi dation (M

K. SHNKPGLFTSPRPSRLTSAQEAAGGNK. V

K. TNASTDVI FSPFNYKMIMDGATGSTSSSGSLR. K + 2 Oxi dation (M

1351.75, 1399.73, 1518.72, 1553.85, 1569.85, 1586.79, 1714.89,
1830. 96, 2023.07, 2102.12, 2124.98, 2137.17, 2284.23, 2339.29, 2499.24, 2585.28, 3570.52

12 Queries matched: 6

Pepti de

R LEVASRAGGER R

R CTGYRPI LEGYK. T

R MDGELYLAFVLSTK. A

K. FKHFLYPVLI NPVK. V

- . G VMSMYALLRNAAKPSMR. D + Oxi dation (M
R. RDDDI Al VNSAVNVNFKPGTNVVK. S

1518. 72, 1553.85, 1569.85, 1703.94, 1807.04, 1830.96, 1936.91,
2023.07, 2102.12, 2137.17, 2284.23, 2339.29, 2499.24, 2722.45, 2808.38, 3362.75, 3570.52

12 Queries matched: 6

Pept i de

R. LEVASRAGGR. R

R. CTGYRPI LEGYK. T

R. MDGELYLAFVLSTK. A

K. FKHFLYPVLI NPVK. V

-. G VMBMYALLRNAAKPSMR. D + Oxi dation (M
R. RDDDI Al VNSAVNVNFKPGTNVVK. S

1518. 72, 1553.85, 1569.85, 1703.94, 1807.04, 1830.96, 1936.91,

2339. 29, 2499.24, 2722.45, 2808.38, 3362.75, 3570.52

12 Queries matched: 8

Pept i de

. LRNYDEAYK. L

. DVGQELWQVK. N

. GVYTRAALELCR. D

. DLLYSMYCQELRR. N

. GGFYDEACGHYI ALK. M + Propi onami de (C)

. | SVETGLRDPLTCI LWBK. Q + Propi onani de (C)

. QCLGCLWDLTQPNI FI SYDAK. | + Propi onam de (C)

R. NVSSMVIVNAEYCAALCPPQLI LQAI TADNPNCK. D + Oxi dation (M

AXAXDIOUXRXXD

1553. 85, 1569.85, 1703.94, 1807.04, 1830.96, 1936.91, 1952.91,

2585. 28, 2722.45, 2808.38, 3362.75

13 Queries matched: 6

Pept i de
R. LEVASRAGGR. R


http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=16
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=17
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=18
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080402/F026885.dat&hit=19
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1399. 73 1398. 73 1398. 70 22.0 32 - 43 0 R CTGYRPI LEGYK. T
1586. 79 1585. 79 1585.81 -12.53 481 - 494 0 R MDGELYLAFVLSTK. A
1714. 89 1713. 88 1714.00 -67.43 151 - 164 1 K. FKHFLYPVLI NPVK. V
2124.98 2123. 97 2124.10 -61.27 1- 19 1 - . G VMSMYALLRNAAKPSMR. D + Oxi dation (M
2585. 28 2584. 27 2584.36 -35.70 309 - 332 1 R. RDDDI Al VNSAVNVNFKPGTNVVK. S
No match to: 1171.55, 1201.58, 1320.71, 1351.75, 1518.72, 1553.85, 1569.85, 1703.94, 1807.04, 1830.96, 1936.091,
1952.91, 2023.07, 2102.12, 2137.17, 2284.23, 2339.29, 2499.24, 2722.45, 2808.38, 3362.75, 3570.52
20. Qi | 37788616 Mass: 69055 Score: 36 Expect: 13 Queries matched: 6
xant hi ne dehydrogenase [Drosophila buzzatii]
hserved M (expt) M (calc) ppm Start End M ss Peptide
1015. 53 1014. 53 1014.56 -29.11 253 - 262 1 R LEVASRAGGR. R
1399. 73 1398. 73 1398. 70 22.0 32 - 43 0 R CTGYRPI LEGYK. T
1586. 79 1585. 79 1585.81 -12.53 481 - 494 0 R MDGELYLAFVLSTK. A
1714. 89 1713. 88 1714.00 -67.43 151 - 164 1 K. FKHFLYPVLI NPVK. V
2124.98 2123. 97 2124.10 -61.27 1- 19 1 - . G VMSMYALLRNAAKPSMR. D + Oxi dation (M
2585. 28 2584. 27 2584.36 -35.70 309 - 332 1 R. RDDDI Al VNSAVNVNFKPGTNVVK. S
No match to: 1171.55, 1201.58, 1320.71, 1351.75, 1518.72, 1553.85, 1569.85, 1703.94, 1807.04, 1830.96, 1936.091,
1952.91, 2023.07, 2102.12, 2137.17, 2284.23, 2339.29, 2499.24, 2722.45, 2808.38, 3362.75, 3570.52

Sear ch Parameters

Type of search
Enzyne

Variabl e nodifications :

Mass val ues
Protein Mass

Pepti de Mass Tol erance :

Peptide Charge State
Max M ssed d eavages
Nunber of queries

Pepti de Mass Fingerprint
Trypsin

Oxi dation (M, Propionam de (O
Monoi sot opi ¢

Unrestricted

+ 70 ppm

1+

1
28

Mascot: http://www.matrixscience.com/ ||

file:///C|/Users/samsung/Desktop/re(4)/005.htm[01.03.2016 17:09:44]
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Protein Summary Report (Submitted from Shidlovsky 080324 |1 by Mascot Daemon on PAP800SE)

M ascot Search Results

User :llya

Emai | : toropygin@anbler.ru

Search title : Submtted from Shidlovsky 080324 || by Mascot Daenon on P4P800SE

M5 data file : \\192.168. 0. 18\ data on ul trafl ex-2\ DATA\ 2008_I | ya\ Shi dl ovsky\ 080325\ 013\ 0_K13\ 3\ 013__0_K13__3. dar
Dat abase : NCBI nr 20070307 (4984280 sequences; 1723577896 residues)

Taxonormny . Drosophila (fruit flies) (47828 sequences)

Ti mest anp : 3 Apr 2008 at 22:05:12 GVI

Top Score : 158 for gi|17137456, Origin recognition conplex subunit 1 CGL0667-PA [Drosophila nel anogaster]

Probability Based M owse Score

Protein score is -10*Log(P), where P is the probability that the observed match is a random event.
Protein scores greater than 59 are significant (p<0.05).

Score Distribution

Protein Summary Report

[ Fomans | [ Proteinsummary | Help

Significance threshold p< Max. number of hits

Overview Table

Click on column header to jump to entry in resultslist.

Move mouse over any indicator to highlight identical peptides.
Click on an indicator to see details of individual match.

Use check boxes to select sub-set of queries for new search.

Mouse over: [-Query- |

|-Accession- | |-Sequence- |

Hit:|112|3|4|5|6|7|8(910]|11]12|13|14{15(16/17|18]19|20
[ 829.46 (1+) [z]
835.46 (1+)
[ 847.46 (1+)
90150 (1+) [
[ 936.51 (1+) |
[] 94256 (1+) [B[@] | |@ =)
Oo4455(1+) [@[@| | [@]
195456 (1+) [@f@| | [@]|
196151 (1+) [@[@ja| | (& [
[0 102053 (1n)[@(a| | [&] & [
[0 1057.62 (1+) EIEE]
1058.58 (1+)
] 1074.62 (1+) 2] L2}

R I I
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http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit11
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit12
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit14
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit16
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit17
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit18
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit19
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=19
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=10
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=18
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=17
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query10
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=17
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=17

Protein Summary Report (Submitted from Shidlovsky 080324 11 by Mascot Daemon on P4P800SE)

[ 1090.60 (1+)|=)|E|=]=

]|

||

g

[ 1111.60 (1+)

o

O 1120.64 (1) | &

o

[ 1137.62 (1+)

8|

IEI

O] 1143.60 (1+)

]

CINE

[ 1202.64 (1+)

5

o

][]

[ 1295.76 (1+)|E|E

[

[J 1318.81 (1+)

[ 1329.66 (1+)

[ 1368.76 (1+)|&

CIE]

] 1392.74 (1+)[&@

[ 1399.77 (1+)

] 141081 (1+)[&@

[

[ 1420.83 (1+)

[] 1433.78 (1+)

[] 1459.77 (1+)( & |

[

[ 1511.85 (1+) @] &@[a|a

2]

[ 1590.91 (1+)|@| @]

]

[ 167101 (1+) @&

=

[ 1687.00 (1+) | @]

[

==

[ 1713.04 (1+)|@|@|

L]

O 1719.99 (1)@ |||

&

[

O 1736.00 (1+)|@ @]

a|

O 1744.95 (1+)(8|B[a|8

O 1747.00 (1+) &8

[ 1762.03 (1+)|&E|&

[] 1840.01 (1+)

[ issr10()E|E| |

(B

2]

0190308 (1+)| | [m[m

&

@

[ 2163.18 (1+)

2]

[

[ 2193.13 (1+)

] 2230.32 (1+)

[ 2241.33 (1) | ||

5

O 2273.29 (1+)

[ 2284.30 (1+)

o

[ 2298.31 (1+)

8]

[] 2469.34 (1+) | HE]|

& (&

[ 2485.33 (14| @@

5]

]

[] 2550.37 (1+)

[J 2780.09 (1+)

] 2780.57 (1+)

(B

B| (B

[

[ 3211.66 (1+)

]

|

[[] 3338.94 (1+)

SelectAll | I SelectNone | I

ndex

filex///CJ/Users'samsung/Desktop/re(4)/006.htm[01.03.2016 17:09:52]



http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query16
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query17
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=19
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query18
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=10
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=18
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query19
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=19
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query20
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query21
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query22
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query23
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query24
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query25
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query26
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query27
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=10
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query28
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query29
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query30
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query31
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query32
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query33
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query34
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query35
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query36
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query37
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=18
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query38
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query39
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query40
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=17
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=18
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query41
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query42
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=8
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=17
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query43
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query44
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=12
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query45
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query46
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query47
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=16
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query48
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=5
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=10
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query49
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query50
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=14
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query51
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=6
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=18
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query52
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=1
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=2
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query53
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=10
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query54
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query55
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query56
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=3
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=4
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=7
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=11
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=13
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=15
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=20
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query57
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=9
http://195.178.207.170/mascot/cgi/protein_view.pl?file=../data/20080404/F027182.dat&hit=19
http://195.178.207.170/mascot/cgi/master_results.pl?file=..%2Fdata%2F20080404%2FF027182.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Query58

Protein Summary Report (Submitted from Shidlovsky 080324 |1 by Mascot Daemon on PAP800SE)

Origin recognition conplex subunit 1 CGLO667-PA [ Drosophila nel anogaster]

origin recognition conplex subunit 1 [Drosophila mel anogaster]
i sof orm A [ Drosophi |l a nel anogast er]
i sof orm B [ Drosophi | a nel anogast er ]

meiotic fromvia Salaria 332 CG303-PA [ Drosophila nel anogaster]

i soform B [ Drosophil a nel anogast er]

Per oxi redoxi n 6005 CG3083- PA [ Drosophila nel anogaster]
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Accessi on Mass Score Description
1. @i|17137456 103217 158
2. gi| 2576416 103233 158
3. gi|18858175 58027 51 CGr033- PA,
4. gi| 24640724 57767 45 CGr/033-PB
5. @i]|125810214 103475 40 GA10479- PA [Drosophil a pseudoobscura]l
6. Qi | 17136328 44374 38
7. @i|125775894 38343 38 GA11231- PA [Drosophila pseudoobscura]
8. Qi | 28572961 56392 37 (CG7718-PA [Drosophila nel anogast er]
9. @gi| 125778456 75568 37 GA19806- PA [ Drosophil a pseudoobscura]
10. @i | 125986487 20539 37 GA18414- PA [Drosophil a pseudoobscur aj
11. @i | 125981859 57604 36 GA20046- PA [ Drosophi |l a pseudoobscur a]
12. @i |85725184 41233 36 CG4174- PB,
13. @i | 125776677 320654 35 (GA10452- PA [ Drosophil a pseudoobscur a]
14. @i | 125773325 43719 34 (GA18617- PA [ Drosophila pseudoobscura]
15. @i |125773639 263763 33 (GA18916- PA [ Drosophi |l a pseudoobscur a]
16. gil21 17 35026 32 CGl1837- PA [Drosophila nel anogaster]
17. Qi | 24581278 24830 31
18. gi| 24658952 26800 31 C®897-PA [Drosophila nel anogast er]
19. @i | 49066183 13716 30 ACP53Cl14C [ Drosophila sinul ans]
20. @i |125979875 59422 30 GA18684- PA [ Drosophila pseudoobscura]
Results List
1. Qi| 17137456 Mass: 103217 Score: 158 Expect
Oigin recognition conplex subunit 1 CGLO667-PA [ Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End M ss
847. 46 846. 45 846.47 -27.88 614 - 620 1
942. 56 941. 55 941.58 -24.64 267 - 275 1
944.55 943.54 943.51 30.9 315 - 322 0
954. 56 953.55 953.53 22.2 890 - 897 0
961. 51 960. 50 960. 48 24.3 1 - 8 1
1020. 53 1019. 52 1019.53 -11.16 140 - 148 0
1057. 62 1056. 61 1056. 59 20. 4 749 - 757 0
1074. 62 1073. 61 1073. 57 36. 2 74 - 81 0
1090. 60 1089. 59 1089. 56 24. 7 74 - 81 0
1120. 64 1119. 63 1119. 57 52.5 740 - 748 0
1295. 76 1294. 75 1294. 70 40. 6 443 - 453 0
1368. 76 1367. 75 1367. 71 31.7 16 - 27 0
1392. 74 1391. 73 1391. 68 35.2 454 - 465 0
1410. 81 1409. 80 1409. 72 58. 2 162 - 173 1
1459. 77 1458. 77 1458. 70 44. 0 574 - 585 0
1511. 85 1510. 84 1510. 78 42.8 655 - 667 0
1590. 91 1589. 90 1589. 81 56. 6 694 - 706 0
1671. 01 1670. 00 1669. 91 55.3 711 - 725 0
1687. 00 1686. 00 1685. 90 55.9 711 - 725 0
1713. 04 1712. 03 1711. 93 61.9 904 - 918 0
1719. 99 1718. 99 1718. 90 48.9 832 - 846 0
1736. 00 1734.99 1734. 90 53.4 832 - 846 0
1744. 95 1743. 94 1743. 85 54.0 572 - 585 1
1747. 00 1745. 99 1745. 91 46. 8 693 - 706 1
1762. 03 1761. 03 1760. 94 48.5 758 - 774 1
1887. 10 1886. 09 1886. 02 37.2 677 - 692 0
2241. 33 2240. 32 2240. 19 58. 4 185 - 203 0
2469. 34 2468. 33 2468. 19 58.7 366 - 388 0
2485. 33 2484. 33 2484. 18 59. 4 366 - 388 0
No match to: 829.46, 835.46, 901.50, 936.51, 1058.58,
1399. 77, 1420.83, 1433.78, 1840.01, 1903.08,
2550. 37, 2780.09, 2780.57, 2809.47, 3211.66, 3338.94
2. Qi | 2576416 Mass: 103233 Score: 158 Expect :
origin recognition conplex subunit 1 [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss
847. 46 846. 45 846.47 -27.88 614 - 620 1
942. 56 941. 55 941.58 -24.64 267 - 275 1
944.55 943.54 943.51 30.9 315 - 322 0
954. 56 953.55 953. 53 22.2 890 - 897 0
961. 51 960. 50 960. 48 24.3 1 - 8 1
1020. 53 1019. 52 1019.53 -11.16 140 - 148 0
1057. 62 1056. 61 1056. 59 20.4 749 - 757 0
1074. 62 1073. 61 1073. 57 36.2 74 - 81 0
1090. 60 1089. 59 1089. 56 24.7 74 - 81 0
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1120. 64 1119. 63 1119. 57 52.5 740 - 748 0
1295. 76 1294. 75 1294. 70 40. 6 443 - 453 0
1368. 76 1367. 75 1367. 71 31.7 16 - 27 0
1392. 74 1391. 73 1391. 68 35.2 454 - 465 0
1410. 81 1409. 80 1409. 72 58. 2 162 - 173 1
1459. 77 1458. 77 1458. 70 44.0 574 - 585 0
1511. 85 1510. 84 1510. 78 42.8 655 - 667 0
1590. 91 1589. 90 1589. 81 56. 6 694 - 706 0
1671. 01 1670. 00 1669. 91 55.3 711 - 725 0
1687. 00 1686. 00 1685. 90 55.9 711 - 725 0
1713. 04 1712. 03 1711. 93 61.9 904 - 918 0
1719. 99 1718. 99 1718. 90 48.9 832 - 846 0
1736. 00 1734.99 1734. 90 53.4 832 - 846 0
1744. 95 1743. 94 1743. 85 54.0 572 - 585 1
1747.00 1745. 99 1745.91 46. 8 693 - 706 1
1762. 03 1761. 03 1760. 94 48.5 758 - 774 1
1887.10  1886.09  1886.02 37.2 677 - 692 O
2241. 33 2240. 32 2240. 19 58. 4 185 - 203 0
2469. 34 2468. 33 2468. 19 58.7 366 - 388 0
2485. 33 2484. 33 2484. 18 59.4 366 - 388 0

No match to: 829.46, 835.46, 901.50, 936.51, 1058.58,

1399. 77, 1420.83, 1433.78, 1840.01, 1903.08, 1925.01,

2550. 37, 2780.09, 2780.57, 2809.47, 3211.66, 3338.94

3. Qi | 18858175 Mass: 58027 Score: 51 Expect :

CGr033- PA, isoform A [Drosophila nel anogast er]

bserved M (expt) M (calc) ppm Start End M ss
936. 51 935.51 935. 46 45.1 287 - 293 0
961. 51 960. 50 960. 47 36.0 2 - 9 0

1074. 62 1073. 61 1073. 59 16.5 367 - 376 0
1090. 60 1089. 59 1089. 58 8. 38 432 - 441 0
1392. 74 1391. 73 1391.79 -41.26 165 - 176 1
1511. 85 1510. 84 1510. 82 16. 4 389 - 402 0
1744. 95 1743. 94 1743. 92 12.7 474 - 489 1
1903. 08 1902. 07 1902. 08 -7.05 116 - 131 1
1925.01  1924.01  1924.02 -4.94 406 - 424 1
2809. 47 2808. 46 2808. 44 5.62 377 - 402 1

No match to: 829.46, 835.46, 847.46, 901.50, 942. 56,

1120. 64, 1137.62, 1143.60, 1202.64, 1295.76, 1318.81

1459. 77, 1590.91, 1671.01, 1687.00, 1713.04, 1719.99

2193. 13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31

3338. 94

4. Qi | 24640724 Mass: 57767 Score: 45 Expect :

CGr033- PB, isoform B [Drosophila nel anogast er]

Observed M (expt) M (calc) ppm Start End M ss
936. 51 935. 51 935. 46 45.1 285 - 291 0

1074. 62 1073. 61 1073. 59 16.5 365 - 374 0
1090. 60 1089. 59 1089. 58 8. 38 430 - 439 0
1392. 74 1391. 73 1391.79 -41.26 163 - 174 1
1511. 85 1510. 84 1510. 82 16. 4 387 - 400 0
1744. 95 1743. 94 1743. 92 12.7 472 - 487 1
1903. 08 1902. 07 1902. 08 -7.05 114 - 129 1
1925. 01 1924. 01 1924. 02 -4.94 404 - 422 1
2809. 47 2808. 46 2808. 44 5.62 375 - 400 1

No match to: 829.46, 835.46, 847.46, 901.50, 942. 56,

1120. 64, 1137.62, 1143.60, 1202.64, 1295.76, 1318.81

1459. 77, 1590.91, 1671.01, 1687.00, 1713.04, 1719.99

2193. 13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31

3338.94

5. Qi | 125810214 Mass: 103475 Score: 40 Expect :

GA10479- PA [ Drosophil a pseudoobscur a]

Observed M (expt) M (calc) ppm Start End M ss
942. 56 941. 55 941. 53 26.0 775 - 783 0
944.55 943.54 943.51 30.9 323 - 330 0
954. 56 953. 55 953. 53 22.2 899 - 906 0

1020. 53 1019. 52 1019.58 -57.86 735 - 743 1
1057. 62 1056. 61 1056. 59 20.4 758 - 766 0
1392. 74 1391. 73 1391. 65 55. 6 5- 15 0
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0.

. LTFQPYSHK. Q

. SI HLSNI VEQR. V

W GSQDELPPVK. N

VFEDDEI | STPK. R

LKSTACPMFVSR. Y + Propi onani de (Q)

. EFENI YAFLEGK. |

TVSVEQAHALLEK. R

QDVWYNLLDWPTK. S

LVWTI ANTMDLPER. L

LVWTI ANTMDLPER. L + Oxidation (M

| LLNVSADDI HYALR. V

MEQ FLQAI AAEVTR. T

MEQ FLQAI AAEVTR. T + Oxidation (M
EREFENI YAFLEGK. |

RQDVVYNLLDWPTK. S

LGGSETFKGEAVQLVAR. K

VTTVLLVDELDI LCNR. R + Propi onam de (C)
. LI PLEI HLEQPEDNARPTR. S

. LASMDVDPL SLEEAVQEPNAQGR. K

R. LASMDVDPLSLEEAVQEPNAQGR. K + Oxi dation (M

1111.60, 1137.62, 1143.60, 1202.64, 1318.81, 1329. 66,
2163.18, 2193.13, 2230.32, 2273.29, 2284.30, 2298. 31,

DD DDDIDAAXAIDXIDXNIXIDD

35 Queries matched: 10

Pepti de

K. CNVFI NR. Q + Propi onam de (QO)

M EMBLNPVR. V + Oxi dation (M

K. LGEACTIVIR G

K. EAl Al EAFAR. A

R. TTLSSKI LHQHK. D

R. SLHDALCVLAATVK. E + Propi onani de (C)
K. QTLG.DMVELGKVADVR. E

K. LVEQKLHPQI | VSG/R. Q

R | | FGGGCSEALMATAVLKK. A + Oxi dation (M
R. GATQQ LDEADRSLHDALCVLAATVK. E + Propi onanide (O

944.55, 954.56, 1020.53, 1057.62, 1058.58, 1111.60,
1329. 66, 1368.76, 1399.77, 1410.81, 1420.83, 1433.78,
1736.00, 1747.00, 1762.03, 1840.01, 1887.10, 2163.18,
2469. 34, 2485. 33, 2550.37, 2780.09, 2780.57, 3211.66,

1.5 Queries matched: 9

Pepti de

K. CNVFI NR. Q + Propi onami de (O

K. LGEACTIVIR G

K. EAl Al EAFAR. A

R. TTLSSKI LHQHK. D

R SLHDALCVLAATVK. E + Propi onani de (Q

K. QTLG.DMELGKVADVR. E

K. LVEQKLHPQ | VSG/R. Q

R | | FGGGCSEALMATAVLKK. A + Oxi dation (M

R. GATQQ LDEADRSLHDALCVLAATVK. E + Propi onanide (O
944,55, 954.56, 961.51, 1020.53, 1057.62, 1058.58, 1111.60
1329. 66, 1368.76, 1399.77, 1410.81, 1420.83, 1433.78
1736. 00, 1747.00, 1762.03, 1840.01, 1887.10, 2163.18
2469. 34, 2485.33, 2550.37, 2780.09, 2780.57, 3211.66
4.6 Queries matched: 13

Pepti de

K. GEAVQLVAR. K

R NLNLSLDR. G

R LI'l SEHSR. N

R LLMXVTSR L + Oxidation (M

K. QLQEI VTAR. L

K. ENVI SCCQQVK. W + 2 Propi onani de (O
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1590. 91 1589. 90 1589. 81 56.6 703 -
1671. 01 1670. 00 1669. 91 55.3 720 -
1687. 00 1686. 00 1685. 90 55.9 720 -
1713. 04 1712. 03 1711. 93 61.9 913 -
1747. 00 1745. 99 1745. 91 46. 8 702 -
1887. 10 1886. 09 1886. 02 37.2 686 -
2273. 29 2272.28 2272. 14 63. 4 811 -
No match to: 829.46, 835.46, 847.46, 901.50,
1137.62, 1143.60, 1202.64, 1295.76, 1318.81
1511.85, 1719.99, 1736.00, 1744.95, 1762.03,
2284.30, 2298.31, 2469.34, 2485.33, 2550.37
6. Qi 17136328 Mass: 44374 Score: 38

meiotic fromvia Salaria 332 CG303-PA [Drosophila mel anogast er]

bserved M (expt) M (calc) ppm Start
835. 46 834. 45 834.46 -12.81 317
961. 51 960. 50 960. 51 -1.89 57
1392. 74 1391. 73 1391. 69 30.1 138
1719. 99 1718. 99 1718. 89 57.8 65
1736. 00 1734.99 1734. 88 62.1 65
1840. 01 1839. 00 1839. 02 -8.99 248
2193. 13 2192.13 2192. 11 5.84 5
2469. 34 2468. 33 2468. 20 52.5 271
No match to: 829.46, 847.46, 901.50, 936.51,
1090. 60, 1111.60, 1120.64, 1137.62, 1143.60,
1420. 83, 1433.78, 1459.77, 1511.85, 1590.91,
1903. 08, 1925.01, 2163.18, 2230.32, 2241. 33,
2809. 47, 3211.66, 3338.94
7. Qi | 125775894 Mass: 38343 Score: 38

GA11231- PA [ Drosophil a pseudoobscur a]

Observed M (expt) M (calc) ppm Start
961. 51 960. 50 960. 49 17.5 77 -
1020. 53 1019. 52 1019.54 -22.16 27 -
1137. 62 1136. 61 1136.68 -59.92 318 -
1143. 60 1142.59 1142.67 -68.15 219 -
1392. 74 1391. 73 1391. 74 -9.45 22 -
1459. 77 1458. 77 1458. 73 23.6 294 -
2809. 47 2808. 46 2808. 37 32.2 86 -
No match to: 829.46, 835.46, 847.46, 901.50,
1111. 60, 1120.64, 1202.64, 1295.76, 1318. 81,
1590. 91, 1671.01, 1687.00, 1713.04, 1719.99,
1925. 01, 2163.18, 2193.13, 2230.32, 2241. 33,
2780.57, 3211.66, 3338.94
8. gi| 28572961 Mass: 56392 Score: 37
CG7718- PA [ Drosophi |l a el anogast er]
bserved M (expt) M (calc) ppm Start
835. 46 834. 45 834. 45 -4.97 2 -
942. 56 941. 55 941.57 -20.54 136 -
1090. 60 1089. 59 1089.62 -25.05 118 -
1120. 64 1119. 63 1119. 57 53.1 312 -
1368. 76 1367. 75 1367. 70 36.5 171 -
1399. 77 1398. 76 1398.79 -18.06 364 -
1433.78 1432. 77 1432. 72 31.4 438 -
1903. 08 1902. 07 1902. 03 21. 4 166 -
No match to: 829.46, 847.46, 901.50, 936.51,
1111. 60, 1137.62, 1143.60, 1202.64, 1295.76,
1590. 91, 1671.01, 1687.00, 1713.04, 1719.99,
2163.18, 2193.13, 2230.32, 2241.33, 2273.29,
2809. 47, 3211.66, 3338.94
9. Qi | 125778456 Mass: 75568 Score: 37
GA19806- PA [ Dr osophi | a pseudoobscur a]
Observed M (expt) M (calc) ppm Start
835. 46 834. 45 834.47 -26.25 131 -
901. 50 900. 50 900.54 -50.71 318 -
936. 51 935.51 935. 44 69.3 503 -
1020. 53 1019. 52 1019. 49 26.5 627 -
1057. 62 1056. 61 1056. 64 -28.50 318 -
1120. 64 1119. 63 1119. 59 33.7 149 -
1329. 66 1328. 65 1328. 64 7.74 353 -
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715 0 R QDVVYNLLDWPTK. S
734 0 R. LVWTI ANTVMDLPER. L
734 0 R LVWTI ANTMDLPER. L + Oxidation (M
927 0 K. I LLNVSADDI HYALR. V
715 1 R RQDVVYNLLDWPTK. S
701 0 R VTTVLLVDELDI LCNR. R + Propi onani de (C)
831 1 R DKCVTM_HVQQALGEM ASAK. V
936. 51, 961.51, 1058.58, 1074.62, 1090.60, 1111.60, 1120. 64,
1329. 66, 1368.76, 1399.77, 1410.81, 1420.83, 1433.78, 1459.77,
1840. 01, 1903.08, 1925.01, 2163.18, 2193.13, 2230.32, 2241.33,
2780. 09, 2780.57, 2809.47, 3211.66, 3338.94
Expect: 7.2 Queries matched: 8
End M ss Peptide
324 0 R SLFENG K. M
64 0 R MENI SI VR S
150 0 R. SSAEVQSEVWTTR. |
80 0 R. SLMLSLNVDSDSLAVR. Q
80 0 R, SLMLSLNVDSDSLAVR. Q + Oxi dation (M
264 1 R. ALREVDTNI PVAVSLSR. G
22 1 K. VEQQYKLLNAELMDQVQK. Q + Oxidation (M
293 0 K. GSWLAI SVAVEDSPQEPSI QCPR. L
942.56, 944.55, 954.56, 1020.53, 1057.62, 1058.58, 1074.62,
1202. 64, 1295.76, 1318.81, 1329.66, 1368.76, 1399.77, 1410.81,
1671. 01, 1687.00, 1713.04, 1744.95, 1747.00, 1762.03, 1887.10,
2273.29, 2284.30, 2298.31, 2485.33, 2550.37, 2780.09, 2780.57,
Expect: 7.8 Queries matched: 7
End Mss Peptide
85 1 K. ENKGLSDAK. N
35 1 K MVIIGLSNKK. Q + Oxidation (M
326 1 K. RRPDQKPLK. V
227 1 K. RVKPNFNLR. K
34 1 K. Al STKMNI GLSNK. K + Oxidation (M
308 0 R. GASRPVAAAGNGFER. V
110 1 K. NI' VHI PSNENNRFGGVDFGNDI PQR. Q
936. 51, 942.56, 944.55, 954.56, 1057.62, 1058.58, 1074.62, 1090. 60,
1329. 66, 1368.76, 1399.77, 1410.81, 1420.83, 1433.78, 1511. 85,
1736. 00, 1744.95, 1747.00, 1762.03, 1840.01, 1887.10, 1903.08,
2273.29, 2284.30, 2298.31, 2469.34, 2485.33, 2550.37, 2780.09,
Expect: 8.9 Queries matched: 8
End M ss Peptide
7 1 M MPYLRR. L
143 0 K. TMLLPLVR. D
126 0 R LNVLLDFTR. G
321 0 R LLSNCLSGSR. L + Propi onam de (C)
181 0 R WNELLGLQHWK. V
378 0 K. GPAGE PAAYTLI AK. S
450 0 R DLETQVCLVTANK. D
181 1 R, LAPPRWNELLGLQHWK. V
944,55, 954,56, 961.51, 1020.53, 1057.62, 1058.58, 1074.62,
1318. 81, 1329.66, 1392.74, 1410.81, 1420.83, 1459.77, 1511.85,
1736. 00, 1744.95, 1747.00, 1762.03, 1840.01, 1887.10, 1925.01,
2284.30, 2298.31, 2469.34, 2485.33, 2550.37, 2780.09, 2780.57,
Expect: 10 Queries matched: 9
End Mss Peptide
136 1 K. LYREVR. |
325 0 K. FLVLNPAK. R
510 1 R. SENSSRTR. S
635 0 R ATFHFGQCR. S
326 1 K. FLVLNPAKR. T
157 0 R LFQVI ESER. S
363 0 R EKPMELQDPAR. V + Oxidation (M
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2809. 47 2808. 46 2808. 27 69.0 62 - 88 1 K. DVGDGMT SGSDL KFQSYVNGNGNGVYK. |
3211. 66 3210. 65 3210. 65 1.49 260 - 290 0 K. YAGPEVDAWSL GWLYTLVSGSLPFDGGTLK. E
No match to: 829.46, 847.46, 942.56, 944.55, 954,56, 961.51, 1058.58, 1074.62, 1090.60, 1111.60, 1137.62,
1143. 60, 1202.64, 1295.76, 1318.81, 1368.76, 1392.74, 1399.77, 1410.81, 1420.83, 1433.78, 1459.77, 1511. 85,
1590.91, 1671.01, 1687.00, 1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03, 1840.01, 1887.10, 1903.08,
1925.01, 2163.18, 2193.13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31, 2469.34, 2485.33, 2550.37, 2780.09,
2780.57, 3338.94
10. Qi | 125986487 Mass: 20539 Score: 37 Expect: 10 Queries matched: 5
GA18414- PA [Drosophil a pseudoobscura]
bserved M (expt) M (calc) ppm Start End Mss Peptide
936. 51 935.51 935.51 -0.77 174 - 180 1 K. VERI EYK. K
1143. 60 1142. 59 1142. 58 8.73 15 - 23 1 R. CSSLPYKFK. K + Propi onani de (Q)
1420. 83 1419. 82 1419. 77 38.5 31 - 43 0 R. | HHI LATGNI CTK. E
2273.29 2272.28 2272.24 19.5 74 - 93 1 K. WTVGQFRI GLCHGHQVWPR. G + Propi onami de (C)
2550. 37 2549. 36 2549.36 -1.43 82 - 104 1 R. | GLCHGHQVVPRGDPEALALI QR Q + Propi onani de (CQ)
No match to: 829.46, 835.46, 847.46, 901.50, 942.56, 944.55, 954.56, 961.51, 1020.53, 1057.62, 1058.58, 1074.62,
1090. 60, 1111.60, 1120.64, 1137.62, 1202.64, 1295.76, 1318.81, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81,
1433.78, 1459.77, 1511.85, 1590.91, 1671.01, 1687.00, 1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03,
1840. 01, 1887.10, 1903.08, 1925.01, 2163.18, 2193.13, 2230.32, 2241.33, 2284.30, 2298.31, 2469.34, 2485. 33,
2780. 09, 2780.57, 2809.47, 3211.66, 3338.94
11. Qi | 125981859 Mass: 57604 Score: 36 Expect: 11 Queries natched: 8
GA20046- PA [ Drosophil a pseudoobscural
bserved M (expt) M (calc) ppm Start End M ss Peptide
936. 51 935.51 935. 46 45.1 285 - 291 0 K. CNVFI NR. Q + Propi onam de (C)
1074. 62 1073. 61 1073. 59 16.5 365 - 374 0 K. LGEACTI VIR G
1392. 74 1391. 73 1391.79 -41.26 163 - 174 1 R. TTLSSKI LHQHK. E
1511. 85 1510. 84 1510. 82 16. 4 387 - 400 0 R SLHDALCVLAATVK. E + Propi onami de (C)
1887. 10 1886. 09 1885. 98 56.5 230 - 246 1 R. | ENAKI LI ANTPVDTDK. |
1903. 08 1902. 07 1902. 08 -7.05 114 - 129 1 K. LVEQKLHPQ | VSGAR M
2163. 18 2162. 17 2162. 06 50.9 341 - 359 0 K. LGECDVI EQ M GEDTLLR. F + Oxidation (M
2809. 47 2808. 46 2808. 44 5.62 375 - 400 1 R GATQQ LDEADRSLHDALCVLAATVK. E + Propi onani de (C)
No match to: 829.46, 835.46, 847.46, 901.50, 942.56, 944.55, 954.56, 961.51, 1020.53, 1057.62, 1058.58, 1090. 60,
1111. 60, 1120.64, 1137.62, 1143.60, 1202.64, 1295.76, 1318.81, 1329.66, 1368.76, 1399.77, 1410.81, 1420. 83,
1433.78, 1459.77, 1590.91, 1671.01, 1687.00, 1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03, 1840.01,
1925. 01, 2193.13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31, 2469.34, 2485.33, 2550.37, 2780.09, 2780.57,
3211.66, 3338.94
12. gi | 85725184 Mass: 41233 Score: 36 Expect: 13 Queries matched: 7
CHA174-PB, isoform B [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
961. 51 960. 50 960. 50 1.59 308 - 316 0 K. GGEl VFPSR. H
1410. 81 1409. 80 1409. 76 25.1 242 - 254 0 K. I GNLSTSLHDVVR. K
1459. 77 1458. 77 1458.80 -23.60 38 - 49 0 R FSLNMLIH SIR N + Oxidation (M
1713. 04 1712. 03 1711. 99 23.2 36 - 49 1 R LRFSLNMLIHI SI R N
1744. 95 1743. 94 1743. 94 -0.58 292 - 307 1 K. I HNKANAFI FLSNAGK. G
1903. 08 1902. 07 1901. 99 43.0 96 - 111 0 K. LWNYPNLLESLVEANK. G
2163. 18 2162. 17 2162. 03 67.0 50 - 67 0 R NWBADECLMLGLMYLFLK. D + Oxi dation (M
No match to: 829.46, 835.46, 847.46, 901.50, 936.51, 942.56, 944.55, 954.56, 1020.53, 1057.62, 1058.58, 1074.62,
1090. 60, 1111.60, 1120.64, 1137.62, 1143.60, 1202.64, 1295.76, 1318.81, 1329.66, 1368.76, 1392.74, 1399.77,
1420. 83, 1433.78, 1511.85, 1590.91, 1671.01, 1687.00, 1719.99, 1736.00, 1747.00, 1762.03, 1840.01, 1887.10,
1925. 01, 2193.13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31, 2469.34, 2485.33, 2550.37, 2780.09, 2780.57,
2809. 47, 3211.66, 3338.94
13. Qi | 125776677 Mass: 320654 Score: 35 Expect: 15 Queries matched: 20
GA10452- PA [ Drosophi |l a pseudoobscur a]
bserved M (expt) M (calc) ppm Start End M ss Peptide
835. 46 834. 45 834.49 -42.97 928 - 934 0 K. LTFEVWK. L
936. 51 935.51 935.51 -4.39 1018 - 1025 1 R KSVSQLMK. E + Oxidation (M
942. 56 941. 55 941.58 -27.46 821 - 828 0 R LD DLI LK. C
944.55 943.54 943. 48 57.4 1925 - 1931 1 K. VFFEKMK. D + Oxidation (M
1020. 53 1019. 52 1019. 51 9.57 226 - 233 0 K. I SLFMEHK. E + Oxi dation (M
1057. 62 1056. 61 1056. 63 -14.05 2321 - 2329 1 K. I KI LNTAER. D
1058. 58 1057. 57 1057.60 -25.88 687 - 695 0 K. DI LI ETQVK. A
1090. 60 1089. 59 1089.61 -15.96 264 - 271 1 K. KQYHVFLR. T
1111. 60 1110. 59 1110. 53 55.3 1026 - 1034 0 K. EYPLVMDTK. L + Oxidation (M
1143. 60 1142.59 1142.52 59.6 2717 - 2726 0 K. TTCFVCSLNR. S
1392. 74 1391. 73 1391. 67 42.2 58 - 68 1 R. DCLI KICPMNR Y + Oxidation (M; Propionanide (O
1420. 83 1419. 82 1419. 77 33.9 173 - 185 1 K. LRSI GDYVWGDK. V
1459. 77 1458. 77 1458. 74 21.8 559 - 571 1 R. LDELGDPKNAPYK. N
1713. 04 1712. 03 1712.06 -16.56 1035 - 1048 1 K. LKI'| EI LQFI LDVR. L
1744. 95 1743. 94 1743. 90 24.0 1392 - 1405 0 K. WQHFVHCI El HGR. H + Propi onani de (O
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1840. 01 1839. 00 1838. 94 36.2 2712 - 2726 1 K. EAl LKTTCFVCSLNR. S + 2 Propi onam de (Q)
1925. 01 1924. 01 1923.91 51.1 1627 - 1641 1 K. WWSLADRFNVENCI R. T + Propi onani de (CO)
2469. 34 2468. 33 2468. 20 52.7 821 - 840 1 R. LDl DLI LKCMSDETMPYELR. A + Propi onani de (C)
2485. 33 2484. 33 2484.19 53.4 821 - 840 1 R. LDl DLI LKCVSDETMPYELR A + Oxidation (M; Propionanide (O
2809. 47 2808. 46 2808.54 -29.24 2805 - 2828 1 R. SMQTQLLETQLLI KNLSTQLHELK. D
No match to: 829.46, 847.46, 901.50, 954.56, 961.51, 1074.62, 1120.64, 1137.62, 1202.64, 1295.76, 1318.81,
1329. 66, 1368.76, 1399.77, 1410.81, 1433.78, 1511.85, 1590.91, 1671.01, 1687.00, 1719.99, 1736.00, 1747.00,
1762. 03, 1887.10, 1903.08, 2163.18, 2193.13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31, 2550.37, 2780.09,
2780.57, 3211.66, 3338.94
14. Qi | 125773325 Mass: 43719 Score: 34 Expect: 18 Queries natched: 7
GA18617- PA [ Drosophil a pseudoobscura]l
bserved M (expt) M (calc) ppm Start End Mss Peptide
944.55 943.54 943. 49 54.7 386 - 393 0 K. LPDTEELK. L
1057. 62 1056. 61 1056. 61 2.75 63 - 71 0 K.GM | LNRPK. A + Oxidation (M
1202. 64 1201. 63 1201. 58 42.2 116 - 127 0 R. ALVDAGPTDESK. S
1511. 85 1510. 84 1510. 76 57.5 301 - 314 1 K. TLATLCKMSPTSMWK. V
1719. 99 1718. 99 1718. 92 37.8 2 - 15 1 M QNPI QRLVYTFGQR. T
2284. 30 2283. 29 2283. 23 26.9 145 - 167 0 K. I PYI Al | DA TMEGGVGALSVHEK. Y + Oxi dation (M
2298. 31 2297. 30 2297. 27 11.9 63 - 82 1 K. GM | LNRPKALNAI NLEMVR. K + 2 Oxidation (M
No match to: 829.46, 835.46, 847.46, 901.50, 936.51, 942.56, 954.56, 961.51, 1020.53, 1058.58, 1074.62, 1090. 60,
1111. 60, 1120.64, 1137.62, 1143.60, 1295.76, 1318.81, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81, 1420.83,
1433.78, 1459.77, 1590.91, 1671.01, 1687.00, 1713.04, 1736.00, 1744.95, 1747.00, 1762.03, 1840.01, 1887.10,
1903. 08, 1925.01, 2163.18, 2193.13, 2230.32, 2241.33, 2273.29, 2469.34, 2485.33, 2550.37, 2780.09, 2780.57,
2809. 47, 3211.66, 3338.94
15. Qi | 125773639 Mass: 263763 Score: 33 Expect: 23 Queries matched: 17
GA18916- PA [ Drosophil a pseudoobscura]
bserved M (expt) M (calc) ppm Start End Mss Peptide
901. 50 900. 50 900. 50 -5.82 38 - 44 1 R EEVRQ K. H
944.55 943. 54 943. 52 14.7 1736 - 1743 1 K. VALGKVDR. D
1057. 62 1056. 61 1056. 58 29.8 1823 - 1830 1 R. Al EYLHRR. R
1058. 58 1057. 57 1057.61 -36.50 62 - 71 0 R VLLSALGTER. Q
1090. 60 1089. 59 1089. 56 27.5 1533 - 1541 1 R. WLCPRCLR. K
1120. 64 1119. 63 1119. 56 63.2 2234 - 2242 1 R. | ENKLDCSK. L + Propi onani de (C)
1202. 64 1201. 63 1201. 58 44.5 2037 - 2047 1 K. TPENGAQSRSR. S
1295. 76 1294. 75 1294. 69 48.2 1013 - 1024 1 K. RSPGSHGPWFR. T
1318.81 1317. 80 1317. 75 38.6 929 - 941 1 R MKLMWGVAG K. S + Oxidation (M
1671. 01 1670. 00 1669. 92 48.6 1119 - 1133 1 K. I GLPRVI DSI EI SCR. T
1687. 00 1686. 00 1685. 93 42.2 1046 - 1059 1 R. SLYLVLWRI SDGHK. G
1719. 99 1718. 99 1718. 87 68.1 891 - 905 1 R GCLLQEPLRSM ESK. K + Oxidation (M
2241. 33 2240. 32 2240. 18 61.6 1295 - 1313 1 R. SYI VSLLNKFEVALTWDSR. T
2284. 30 2283. 29 2283.19 42.3 2357 - 2375 1 K. SLPPVDVDNHI HCLLWRAK. H + Pr opi onani de (C)
2469. 34 2468. 33 2468. 33 -0.83 2098 - 2120 1 K. SAVI SLVYMENI ARVAVGLHNGR. V
2485. 33 2484. 33 2484. 33 0.24 2098 - 2120 1 K. SAVI SLVYMENI ARVAVGLHNGR. V + Oxi dation (M
2809. 47 2808. 46 2808. 33 44.5 2329 - 2356 1 R. SLI SRYVDSAESSNACSAVSTPTHGAAK. S
No match to: 829.46, 835.46, 847.46, 936.51, 942.56, 954.56, 961.51, 1020.53, 1074.62, 1111.60, 1137.62,
1143. 60, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81, 1420.83, 1433.78, 1459.77, 1511.85, 1590.91, 1713. 04,
1736. 00, 1744.95, 1747.00, 1762.03, 1840.01, 1887.10, 1903.08, 1925.01, 2163.18, 2193.13, 2230.32, 2273.29,
2298. 31, 2550.37, 2780.09, 2780.57, 3211.66, 3338.94
16. Qi | 21358017 Mass: 35026 Score: 32 Expect: 33 Queries nmatched: 7
CGl1837- PA [ Drosophil a nel anogast er]
bserved M (expt) M (calc) ppm Start End M ss Peptide
1020. 53 1019. 52 1019.55 -29.43 178 - 186 1 R. VDMLMKVCGK. N
1090. 60 1089. 59 1089. 55 38.7 74 - 82 0 K. VI ACEI DTR. L + Propi onami de (C
1137. 62 1136. 61 1136. 67 -50.05 90 - 99 1 K. RVQATPLQPK. L
1433.78 1432. 77 1432.79 -12.51 156 - 167 1 R LVAKPGDKLYCR. L + Propi onanide (O
1459. 77 1458. 77 1458.78 -10.83 151 - 163 1 R. EFAERLVAKPGDK. L
1840. 01 1839. 00 1838. 90 59.7 206 - 221 0 K. NPPPPVYNFTEWDGLTR. |
2241. 33 2240. 32 2240. 19 56.9 45 - 66 1 K. AALRATDVVLEI GPGTGNMIVR. M
No match to: 829.46, 835.46, 847.46, 901.50, 936.51, 942.56, 944.55, 954.56, 961.51, 1057.62, 1058.58, 1074.62,
1111. 60, 1120.64, 1143.60, 1202.64, 1295.76, 1318.81, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81, 1420.83,
1511. 85, 1590.91, 1671.01, 1687.00, 1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03, 1887.10, 1903.08,
1925.01, 2163.18, 2193.13, 2230.32, 2273.29, 2284.30, 2298.31, 2469.34, 2485.33, 2550.37, 2780.09, 2780.57,
2809. 47, 3211.66, 3338.94
17. Qi | 24581278 Mass: 24830 Score: 31 Expect: 36 Queries matched: 5
Per oxi redoxi n 6005 CG3083- PA [ Drosophila mel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide
961. 51 960. 50 960. 51 -9.61 185 - 192 0 K. CWLPTVK. A + Propi onani de (O
1020. 53 1019. 52 1019.57 -43.56 131 - 139 1 R. AVFVWWDDKK. K
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1074. 62 1073. 61 1073. 59 19.6 214 -
1840. 01 1839. 00 1838. 97 20.5 65 -
1903. 08 1902. 07 1901. 94 68.1 89 -
No match to: 829.46, 835.46, 847.46, 901. 50,
1120. 64, 1137.62, 1143.60, 1202.64, 1295.76
1433. 78, 1459.77, 1511.85, 1590.91, 1671.01
1887.10, 1925.01, 2163.18, 2193.13, 2230.32
2780. 09, 2780.57, 2809.47, 3211.66, 3338.94
18. gi | 24658952 Mass: 26800 Score: 31
CGE897- PA [ Drosophil a nel anogaster]
bserved M (expt) M (calc) ppm Start
942. 56 941. 55 941. 52 37.9 206 -
1143. 60 1142.59 1142. 54 40.7 133 -
1744. 95 1743.94 1743. 86 45.7 56 -
1840. 01 1839. 00 1838. 92 44.5 77 -
2469. 34 2468. 33 2468. 28 18.5 143 -
No match to: 829.46, 835.46, 847.46, 901.50,
1090. 60, 1111.60, 1120.64, 1137.62, 1202.64,
1420. 83, 1433.78, 1459.77, 1511.85, 1590.91
1887.10, 1903.08, 1925.01, 2163.18, 2193.13,
2780. 09, 2780.57, 2809.47, 3211.66, 3338.94
19. Qi | 49066183 Mass: 13716 Score: 30
ACP53C14C [ Drosophil a sinul ans]
bserved M (expt) M (calc) ppm Start
829. 46 828. 45 828.49 -46.99 52 -
1137.62 1136. 61 1136. 54 62.8 34 -
1202. 64 1201. 63 1201. 60 26.7 114 -
3211. 66 3210. 65 3210.76 -33.53 1 -
No match to: 835.46, 847.46, 901.50, 936.51,
1090. 60, 1111.60, 1120.64, 1143.60, 1295.76
1433. 78, 1459.77, 1511.85, 1590.91, 1671.01
1840. 01, 1887.10, 1903.08, 1925.01, 2163.18
2485. 33, 2550.37, 2780.09, 2780.57, 2809.47,
20. Qi | 125979875 Mass: 59422 Score: 30
GA18684- PA [ Drosophil a pseudoobscura]
Observed M (expt) M (calc) ppm Start
847. 46 846. 45 846. 42 32.3 478 -
942. 56 941. 55 941. 51 44.8 467 -
1143. 60 1142.59 1142.61 -16.66 210 -
1202. 64 1201. 63 1201.65 -10.11 478 -
1399. 77 1398. 76 1398. 72 28.7 133 -
2284. 30 2283. 29 2283. 15 59.9 488 -
2780. 57 2779. 56 2779.61 -19.03 1 -
2809. 47 2808. 46 2808.59 -46.91 27 -
No match to: 829.46, 835.46, 901.50, 936.51,
1090. 60, 1111.60, 1120.64, 1137.62, 1295.76,
1459. 77, 1511.85, 1590.91, 1671.01, 1687.00
1887.10, 1903.08, 1925.01, 2163.18, 2193.13,
2780. 09, 3211.66, 3338.94

Search Parameters

Type of search
Enzyne

Var i abl e nodi fications :'

Mass val ues
Protein Mass

Pepti de Mass Fingerprint

Trypsin

222 1 K. SYLRI TPQP. -

81 1 K. RGVKPI ALSCDTVESHK. G
105 1 K. SFGKLSSFDYPI | ADDK. R
936. 51, 942.56, 944.55, 954.56, 1057.62, 1058.58, 1090.60, 1111.60,
1318. 81, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81, 1420. 83,
1687.00, 1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03,
2241.33, 2273.29, 2284.30, 2298.31, 2469.34, 2485.33, 2550. 37,

Expect: 38 Queries matched: 5
End Mss Peptide
214 0 R. GSPLVI DNK. L
142 1 K. VPDDNSRANR. |
71 1 K. NYI LTAAKCVDGYSAR. S
95 1 R. LGTSSCGISGSI AG CKVK. V + Propi onani de (C)
164 1 R. | SSE EEKCFQLPVQLHGTQVR. |
936. 51, 944.55, 954.56, 961.51, 1020.53, 1057.62, 1058.58, 1074.62,
1295. 76, 1318.81, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81,
1671.01, 1687.00, 1713.04, 1719.99, 1736.00, 1747.00, 1762.03,
2230.32, 2241.33, 2273.29, 2284.30, 2298.31, 2485.33, 2550. 37,
Expect: 45 Queries matched: 4
End M ss Peptide
58 1 R. Al PCVKK. L + Propionanide (Q
43 0 R LSECTESGLK. V + Propi onami de (C)
124 0 K. LI SENCVPG.S. - + Propi onami de (C)

28 1 - . MKSNQVYY!I ALSLI LLGFLLPNEVESLK. V + Oxi dation (M
942,56, 944.55, 954.56, 961.51, 1020.53, 1057.62, 1058.58, 1074.62,
1318. 81, 1329.66, 1368.76, 1392.74, 1399.77, 1410.81, 1420. 83,
1687.00, 1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03,
2193.13, 2230.32, 2241.33, 2273.29, 2284.30, 2298.31, 2469. 34,
3338.94
Expect: 47 Queries matched: 8
End Mss Peptide
484 0 R FEPI GER Q
474 0 K. SVYMAHLLR. S + Oxidation (M
218 0 R. EVLHVI DYR. L
487 1 R. FEPI GERQVK. M
144 0 K. TLTPAFNYTM K. Q
505 1 K. MKLNFWTLHTVEPYYCR. V + Propi onani de (C)

23 0 - VWWLGLCLLLI VLSLYLLYAFER. Q + Propi onam de (O)

51 1 R. | DRLTHNWPAPPSLPI LGHLHI LAK. L
944.55, 954.56, 961.51, 1020.53, 1057.62, 1058.58, 1074.62,
1318. 81, 1329.66, 1368.76, 1392.74, 1410.81, 1420.83, 1433.78,
1713.04, 1719.99, 1736.00, 1744.95, 1747.00, 1762.03, 1840.01,

2230. 32, 2241.33, 2273.29, 2298.31, 2469.34, 2485.33, 2550. 37,

Oxidation (M, Propionanide (C)

Monoi sot opi ¢
Unrestricted

Peptide Mass Tol erance : + 70 ppm
Peptide Charge State D1+
Max M ssed O eavages 1
Nunber of queries 58

Mascot: http://www.matrixscience.com/
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M ascot Search Results

User :llya

Emai | : toropygin@anbler.ru

Search title : Submtted from Shidlovsky 080328 Il by Mascot Daenon on P4P800SE

M5 data file : \\192.168. 0. 18\ data on ul trafl ex-2\ DATA\ 2008_I | ya\ Shi dl ovsky\ 080328\ 015\ 0_K21\ 1\ 015__0_K21__1. dar
Dat abase : NCBI nr 20070307 (4984280 sequences; 1723577896 residues)

Taxonormny . Drosophila (fruit flies) (47828 sequences)

Ti mest anp : 2 Apr 2008 at 20:06:24 GV

Top Score : 61 for gi| 24642732, xnmas-2 CG32562- PA [ Drosophila mnel anogast er]

Probability Based M owse Score

Protein score is -10*Log(P), where P is the probability that the observed match is a random event.
Protein scores greater than 59 are significant (p<0.05).

Score Distribution

Protein Summary Report

[ Fomans | [ Proteinsummary | Help

Significance threshold p< Max. number of hits

Overview Table

Click on column header to jump to entry in resultslist.

Move mouse over any indicator to highlight identical peptides.
Click on an indicator to see details of individual match.

Use check boxes to select sub-set of queries for new search.

Mouse over: [-Query- |

| -Accession- | | -Sequence- |

Hit:|1]2|3
[ 1038.69 (1+)
1062.66 (1+)
[ 1090.65 (1+) |
1163.69 (1+)
[ 1191.69 (1+)
[L] 1196.65 (1+)
[ 1202.66 (1+)
[ 1235.74 (1+)
[ 1273.73 (1+)
[ 1292.79 (1+)
[ 1302.72 (1+)
1306.80 (1+)
[ 1309.74 (1+)
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Protein Summary Report (Submitted from Shidlovsky 080328 |1 by Mascot Daemon on PAP800SE)

2298.15 (1+) [2] |g, (2] BH|&

O 235111 (1+) H H

[ 2724.38 (1+)

2780.43 (1+) [2]

[] 2780.92 (1+)
I SelectAll I I SelectNone | I SearctSelected |

Index

Accessi on Mass Score Description

1. Q@i| 24642732 158081 61 xmas-2 CG32562- PA [Drosophil a nel anogast er]

2. @gi|125807138 76227 56 GA11026- PA [ Drosophil a pseudoobscura]

3. gi| 21428826 52159 40 GH06222p [Drosophila nel anogaster]

4. @gi]| 125985555 153282 39 GA10974- PA [ Drosophila pseudoobscura]

5. gi| 17136796 54515 39 Vacuol ar H +] - ATPase 55kD B subunit CGL7369-PB, isoform B [Drosophila nel anogaster]
6. gi| 78706842 888438 39 Muscle-specific protein 300 CG33715-PB, isoform B [Drosophila nel anogaster]
7. Qil41615732 15450 38 TPA: TPA_ inf: HDC02496 [Drosophila nel anogaster]

8. Qi| 24642691 35887 38 (CGl3001- PA [Drosophil a nel anogaster]

9. @gi| 28573188 64835 37 al pha-Esterase-1 CGL031-PA [Drosophila nel anogaster]
10. gi| 24644665 19860 37 CGl307-PB [Drosophila nel anogaster]
11. gi| 4389444 18795 37 hypothetical 23.1kd-1ike protein [Drosophila melanogaster]
12. @i | 19528039 62994 36 AT22192p [Drosophila nel anogaster]
13. @i |24639878 20523 36 C(4151- PA [Drosophil a nel anogast er]
14. @i | 7572 42939 36 aldolase-related protein [Drosophila nel anogaster]
15. @i | 6685149 137181 35 xnmas-2 [Drosophila mel anogast er]
16. gi| 45551983 43217 35 Al dol ase CG6058-PA, isoform A [Drosophila nel anogaster]
17. @i|21430850 43587 35 SD20045p [ Drosophila mel anogast er]
18. @i | 125978701 30284 35 GA16922- PA [ Drosophila pseudoobscura]
19. (@i | 27544248 118888 35 supressor of Ty elenent 16 [Drosophila nel anogaster]
20. gil21 157 27835 35 Ay CGL101-PA [Drosophila nel anogaster]
Results List

1. Qi| 24642732 Mass: 158081 Score: 61 Expect: 0.035 Queries matched: 18

xmas-2 CG32562- PA [ Drosophil a nel anogast er]
Cbserved M (expt) M (calc) ppm Start End Mss Peptide

1090. 65 1089. 64 1089. 61 30.3 1048 - 1057 0 R LM ALESAVK. F + Oxidation (M

1163.69  1162.68 1162.63  37.4 524 - 532 1 R QYELVEVKR V
1309.74 1308.73 1308.68  38.8 928 - 939 0 R GLLQQPQSPDAR F

1422.79  1421.78 1421.75  20.4 535 - 548 0 K. SVGEWSGEPLPPR D

1552.85 1551.84 1551.83  9.44 1078 - 1090 0 R EYLLVNLGSELFR R

1564.83  1563.82 1563.80  13.1 735 - 746 0 K LEQLFFVQQQER E

1572.97 1571.96 1571.87  58.5 1257 - 1270 1 R NPPQE VYNTKTLK. R

1577.85 1576.85 1576.86  -9.99 18 - 30 1 R NI PELFLDKYVAR S

1579.81  1578.81 1578.76  27.5 245 - 258 0 R SSADQETPLPHELR N

1590.85 1589.84  1589.77  49.9 153 - 165 1 R TPAQLRDLENWR R + Oxidation (M

1631.83  1630.82 1630.77  30.1 643 - 656 0 R AQEFQEQAPATQR R

1649.85  1648.84  1648.91 -43.69 533 - 548 1 R VKSVGEWSGEPLPPR D

1770.90 1769.89 1769.86  18.2 353 - 365 1 K CLQTLKYMYHDLR | + Oxidation (M; Propionanide (C)
1814.00  1813.00  1812.97 12.0 1144 - 1159 0 R VFVQPLPI ESSLNTNR L

1842.98  1841.98 1841.94  21.1 166 - 181 1 R RPAHTSEEKFSVLDAR. D

1948.97  1947.96  1947.82 69.8 194 - 211 1 K LSGATQGHCADMCPEKER V + Oxidation (M

2086.05 2085.04 2085.08 -18.25 969 - 988 0 K ATDLAEANG | CLIGLDDIR L

2351.11 2350.10 2350.08  9.47 549 - 567 0 R DLYLNHRPHNSFDDYGM.K. S + Oxidation (M

No match to: 1038.69, 1062.66, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72, 1306.80, 1363.71,
1370. 77, 1372.80, 1392.82, 1416.78, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82, 1493.79, 1520. 84,
1530. 85, 1532.86, 1600.90, 1611.83, 1635.87, 1655.89, 1658.86, 1687.91, 1706.83, 1739.89, 1750.91, 1775. 89,
%72% 9%, %8;8 8421, 1978. 97, 1988.05, 2070.01, 2075.06, 2084.09, 2090.04, 2101.09, 2251.10, 2298.15, 2724.38,

780. 43, 2780.

2. Qi | 125807138 Mass: 76227 Score: 56 Expect: 0.13 Queries nmatched: 13
GA11026- PA [ Drosophil a pseudoobscura]
Observed M (expt) M (calc) ppm Start End Mss Peptide

1062.66  1061.65  1061.59 53.6 380 - 388 1 K. MDXKFLAPIK. K

1372.80 1371.79  1371.77 18.6 447 - 457 R QCNVQLRSI LK. N + Pr opi onami de (C)
1422.79  1421.78  1421.71 50.6 458 - 469 K. NLVYVGCVDERR. A

1493.79  1492.78  1492.75 24.7 458 - 469 K. NLVYVGCVDERR A + Propi onani de (C)
1520.84  1519.83  1519.84 -4.58 211 - 224 R SENI Rl | YGAG SK. E

1530.85 1529.84  1529.77 44.1 442 - 453 R QBVERQCNVQLR. S + Propi onami de ( Q)
1564.83  1563.82  1563.91 -54.14 17 - 31 R. | AAGE! | QRPANALK. E

O R R R R
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1631. 83 1630. 82 1630.93 -68.53 577 - 590
1658. 86 1657. 86 1657. 85 2.25 561 - 576
1814. 00 1813. 00 1812. 88 63.8 310 - 323
1842. 98 1841. 98 1841. 97 5.24 83 - 98 K. LAKFEDLSQ ATFGFR. G

1988. 05 1987. 04 1986. 96 41.6 344 - 361 K. QLKLPGASDMDETQPVDK. S + Oxi dation (M
2084. 09 2083. 08 2083.17 -42.16 536 - 554 1 K. TELVASAVQ LQXXAPI K. E + Oxidation (M

No match to: 1038.69, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72, 1306. 80,
1309. 74, 1363.71, 1370.77, 1392.82, 1416.78, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82, 1532. 86,
1552.85, 1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1635.87, 1649.85, 1655.89, 1687.91, 1706. 83,
1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1878.94, 1948.97, 1978.97, 2070.01, 2075.06, 2086.05, 2090. 04,
2101. 09, 2251.10, 2298.15, 2351.11, 2724.38, 2780.43, 2780.92

R HKPSATHLPVYLLR. L
R. | SEEGSVESLPSLVGR. H
K. HEVHFLYQDEI VER. L

P B, OOO

3. Qi | 21428826 Mass: 52159 Score: 40 Expect: 4.6 Queries matched: 9

GH06222p [ Drosophi |l a nel anogast er]

bserved M (expt) M (calc) ppm Start End Mss Peptide
1202. 66 1201. 66 1201. 62 32.9 43 - 52 1 R. TSNQONI NKR. R
1235.74 1234.73 1234. 65 66. 1 217 - 228 1 R SKSLSSADALTR. G
1309. 74 1308. 73 1308. 66 52. 4 119 - 131 0 R QAGHSLGNWPGLK. A
1372. 80 1371.79 1371.73 42. 2 69 - 80 0 R. GKPAMDI YRPPK. L
1577. 85 1576. 85 1576. 80 31.6 427 - 441 1 R DAFLNAGESAASI RR. T
1635. 87 1634. 86 1634.78 49.3 54 - 68 0 R SLAFNVPGNQTGOVR. G + Oxi dation (M
1775. 89 1774. 89 1774. 89 -1.14 53 - 68 1 R. RSLAFNVPGNQTGQVR. G
1782. 90 1781. 89 1781.92 -16.07 265 - 279 1 K. LNSRCLMELTSQFI K. R

2084. 09 2083. 08 2083.01 35.5 340 - 356 1 R FTAFMAFLTEMFCQLKR. R

No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1273.73, 1292.79, 1302.72, 1306.80, 1363.71,
1370. 77, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82, 1493.79, 1520. 84,
1530. 85, 1532.86, 1552.85, 1564.83, 1572.97, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83, 1649.85, 1655. 89,
1658. 86, 1687.91, 1706.83, 1739.89, 1750.91, 1770.90, 1814.00, 1842.98, 1878.94, 1948.97, 1978.97, 1988. 05,
2070. 01, 2075.06, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2351.11, 2724.38, 2780.43, 2780.92

4. gi | 125985555 Mass: 153282 Score: 39 Expect: 5.5 Queries matched: 16

GA10974- PA [ Drosophil a pseudoobscura]l

bserved M (expt) M (calc) ppm Start End Mss Peptide
1273. 73 1272.72 1272. 66 48.5 11 - 21 0 R LAQVTGQQQALR. A
1292.79 1291. 78 1291.70 61.8 361 - 371 1 R. KEI EAFESLVK. Q
1302. 72 1301. 71 1301. 63 65. 2 965 - 974 1 R FQEHKEDLEK. A
1363. 71 1362. 70 1362. 66 34.2 558 - 568 1 K. EERNLSVQCSK. L + Propi onam de (C)
1370. 77 1369. 77 1369. 72 33.3 414 - 424 1 K. ELEDLRTLPER. N
1424. 74 1423.73 1423. 68 36.1 1103 - 1114 0 K. EFMDGFAI | THK. L + Oxidation (M
1466. 82 1465. 81 1465.88 -43.99 72 - 83 1 R LI I KQ VNHNFK. S
1572. 97 1571. 96 1571. 90 35.4 999 - 1012 0 K. VEI PAHQAELKPLK. L
1600. 90 1599. 89 1599. 85 23.3 11 - 24 1 R LAQVITGQQQLRAK. E
1611. 83 1610. 83 1610.86 -23.00 202 - 214 1 K. LLKTHHVDLEHNR. F
1649. 85 1648. 84 1648.86 -13.29 1103 - 1116 1 K. EFMDGFAI | THKLK. E
1687. 91 1686. 90 1686. 80 59.6 670 - 684 1 R. REACSTI DTPENVPR. L
1706. 83 1705. 82 1705. 74 48. 3 178 - 192 0 R TAMSDNSSYYQ NGR. R
1878. 94 1877.93 1877. 83 51.1 178 - 193 1 R TAMSDNSSYYQ NGRR. A + Oxidation (M
1978. 97 1977. 96 1977. 89 38.1 110 - 126 1 K. SNVI DSMWFVFGCRANR. | + 2 Oxidation (M
2298. 15 2297. 15 2297. 06 36.5 380 - 399 1 K. LVSAERACTEVQSTMENTNK. Q + Oxi dation (M ; Propionanide (C

No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1306.80, 1309.74, 1372.80,
1392.82, 1416.78, 1422.79, 1434.80, 1436.75, 1439.78, 1482.82, 1493.79, 1520.84, 1530.85, 1532.86, 1552.85,
1564. 83, 1577.85, 1579.81, 1590.85, 1631.83, 1635.87, 1655.89, 1658.86, 1739.89, 1750.91, 1770.90, 1775. 89,
1782.90, 1814.00, 1842.98, 1948.97, 1988.05, 2070.01, 2075.06, 2084.09, 2086.05, 2090.04, 2101.09, 2251.10,
2351.11, 2724.38, 2780.43, 2780.92

5. Qi | 17136796 Mass: 54515 Score: 39 Expect: 6.5 Queries matched: 8
Vacuol ar H +] - ATPase 55kD B subunit CGL7369-PB, isoform B [Drosophila nel anogaster]
(bserved M (expt) M (calc) ppm Start End Mss Peptide

1309. 74 1308. 73 1308. 65 58. 4 381 - 392 1 R LMKSAI GEGMIR. K + Oxi dation (M
1520. 84 1519. 83 1519.79 26.7 73 - 87 0 K. AWQVFEGTSG DAK. N

1532. 86 1531. 85 1531. 85 -2.06 474 - 486 K. Rl PASI LAEFYPR. D

1687.91 1686. 90 1686.94 -24.71 47 - 61 K. FAEI VQLRLADGTVR. S

1706. 83 1705. 82 1705.90 -45.89 2 - 16 M NAQQAQREHVLAVSR. D

2251.10 2250. 09 2250.21 -51.98 252 - 271 R 1 | TPRLALTAAEFLAYQCEK. H

2724. 38 2723. 37 2723. 27 36.5 198 - 222 K. SVLDDHTDNFAI VFAAMGVNVETAR. F

2780. 43 2779. 43 2779. 39 13.6 143 - 167 1 R 1 YPEEM QTG SAI DVMNSI ARGQK. |+ Oxidation (M

No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72,
1306. 80, 1363.71, 1370.77, 1372.80, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466. 82,
1482.82, 1493.79, 1530.85, 1552.85, 1564.83, 1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631. 83,
1635. 87, 1649.85, 1655.89, 1658.86, 1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98, 1878. 94,
1948.97, 1978.97, 1988.05, 2070.01, 2075.06, 2084.09, 2086.05, 2090.04, 2101.09, 2298.15, 2351.11, 2780.92

O R R Rk,
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6. gi | 78706842

bserved

1090.
1163.
1202.
1235.
1363.
1370.
1392.
1416.
1434.
1436.
1482.
1493.
1532.
1552.
1564.
1579.
1590.
1600.
1649.
1655.
1706.
1739.
1750.
1770.
1775.
1782.
1814.
1878.
1948.
1978.
1988.
2070.
2084.
2101.
2298.
2351.

2780.
No match to

65
69
66
74
71
77
82
78
80
75
82
79
86
85
83
81
85
90
85
89
83
89
91
90
89
90
00
94
97
97
05
01
09
09
15
11
43

1424. 74,

7. Qi | 41615732

TPA: TPA inf:

Cbserved

1235.
1363.
1434.
1436.
1520.

1706.
No mat ch

74
71
80
75
84
83

1309. 74,
1532. 86,
1655. 89,
1978. 97,
2780. 43,

8. Qi | 24642691

bserved

1235.
1532.
1611.
1770.
1842.
1948.

M (expt) M (calc) ppm Start
1089. 64 1089. 62 23.1 3196 - 3204 0
1162. 68 1162. 61 55.6 6962 - 6971 0
1201. 66 1201. 63 21.4 6384 - 6394 1
1234.73 1234. 66 60.1 5122 - 5132 0
1362. 70 1362. 71 -2.72 6161 - 6172 1
1369. 77 1369. 77 -4.45 7615 - 7625 1
1391. 81 1391. 77 33.3 5992 - 6003 0
1415. 77 1415. 74 22.6 4802 - 4812 1
1433. 79 1433. 71 60.3 5707 - 5719 1
1435. 75 1435. 66 60.1 2752 - 2763 1
1481. 81 1481. 80 5.82 1187 - 1198 1
1492. 78 1492.80 -11.53 6972 - 6984 1
1531. 85 1531. 77 53.2 5217 - 5230 1
1551. 84 1551. 75 60.5 1727 - 1738 0
1563. 82 1563. 74 52.4 3656 - 3667 1
1578. 81 1578. 80 4.49 3738 - 3752 1
1589. 84 1589. 83 6.25 4635 - 4647 1
1599. 89 1599. 81 48.9 4902 - 4917 0
1648. 84 1648. 82 11.2 6622 - 6635 0
1654. 89 1654. 88 2.30 9 - 21 1
1705. 82 1705. 81 7.58 3753 - 3765 0
1738. 89 1738. 88 1.45 1199 - 1214 1
1749. 90 1749. 84 37.6 3813 - 3828 1
1769. 89 1769. 89 -1.83 2031 - 2045 1
1774. 89 1774.94 -26.82 6647 - 6662 0
1781. 89 1781. 90 -6.10 451 - 465 1
1813. 00 1812. 97 16.3 1448 - 1464 1
1877.93 1877. 87 31.6 7459 - 7473 0
1947. 96 1947. 83 68.4 4307 - 4323 1
1977. 96 1977.91 25.8 4794 - 4809 1
1987. 04 1987.10 -28.60 1330 - 1346 1
2069. 00 2069.06 -30.11 1419 - 1436 1
2083. 08 2083.13 -23.08 156 - 174 1
2100. 08 2100. 06 8.82 3344 - 3361 1
2297.15 2297.22 -30.61 7046 - 7065 1
2350. 10 2350.19 -36.40 4617 - 4634 1
2779. 43 2779. 38 16.2 2598 - 2623 1

1038. 69, 1062.66, 1191.69, 1196.65, 1273

1439. 78, 1466.82, 1520.84, 1530.85, 1572.97

1842.98, 2075.06, 2086.05, 2090.04, 2251.10, 2724.38
Mass: 15450 Score: 38 Expect: 7
HDC02496 [ Drosophil a nel anogast er]

M (expt) M (calc) ppm Start End M ss
1234.73 1234. 65 68.1 28 - 38 0
1362. 70 1362.74 -30.42 28 - 39 1
1433. 79 1433. 77 18.8 41 - 53 1
1435. 75 1435. 71 24.1 98 - 110 0
1519. 83 1519. 78 35.0 14 - 26 1
1705. 82 1705.88 -37.05 98 - 113 1

to: 1038.69, 1062.66, 1090.65, 1163.69, 1191

1370. 77, 1372.80, 1392.82, 1416.78, 1422.79

1552. 85, 1564.83, 1572.97, 1577.85, 1579.81

1658. 86, 1687.91, 1739.89, 1750.91, 1770.90

1988. 05, 2070.01, 2075.06, 2084.09, 2086.05

2780. 92

Mass: 35887 Score: 38 Expect: 7
CGL3001- PA [Drosophil a nel anogast er]

M (expt) M (calc) ppm Start End M ss
1234.73 1234. 67 50.5 13 22 1
1531. 85 1531. 74 69. 2 254 268 0
1610. 83 1610. 75 45. 6 130 143 1
1769. 89 1769. 89 1.83 285 299 1
1841. 98 1841. 85 66.7 2 17 1
1947. 96 1947. 94 10.1 97 112 1

74
86
83
90
98
97

Mass:

888438
Muscl e- specific protein 300 C&3715- PB,

Score:
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39

Expect :

6

.8 Queries matched: 37

i sof orm B [ Drosophi | a nel anogast er]

End Mss Peptide

K. QLFQSI VK. S
. | FFGNEAPI R. N
. AELDRALEASK. A

1 SNAI MLTTK. Y + Oxidation (M
. LESELMDAI AKK. Q + Oxi dation (M

. LSI EKLEVHFR. N
. LEDLLDQKPPPK. T
. ELQTEVDRLVK. K

. VAPETKGELSEMK. T + Oxi dation (M
. AVTLCDDESERK. T + Propi onam de (C)
. REVHEWCLLSK. V + Propi onam de (C)

. NLVHKQ QEAADK. |
. EKVI MNTEQNGAAK. |

. LVNFSNWWEQLR. N + Oxi dation (M

. AQQDYQKNLVIDR. L
. FGASLSDVKSGLENR. L

. NHKLNLCPNLPEK. E + Propi onani de (C)

. ASVLQQGAPGTEI SDK. Y

. TFTNW NSYLLKR. V

. LQQWNDYE! NLDR. L

. VKDQTANI PAPDSLDR. V
. VKDDTSELVQSSGETR . |
. YNLI SQALREYADSK. D
. | EDVQDLLGAYEG LK. E

. CCLI AFLNLVENKMR. G + Oxi dation (M

. MKQLDLLAADASELAPK. E

. FM\LYQ VMBWASEK. R + 2 Oxi dation (M

. LDYCSDVBSMBPKELDK. K

. DAl NTEMKELQTEWDR. L

. RDLNVQLQQASHQLLPK. L

. NI EALQSEDLTPEERVVK. V

. TLLNVWTNALPKDSGVEVK. D
. SAEAVFREQQLQSTLHEK. V

. TKFVDEPVQNLAGLHFNI QK. L

K
K
R
K
R
K
K
K
K
R
R
K
K
K
K
K
K
R LAECSQFLGNI QQK. L + Propi onanide (Q
K
R
K
K
K
R
K
R
R
K
R
K
K.
K
R
R
K

. EEYERLMEW.QQI DI LVK. N + Oxi dation (M
K. | EFQELARMGSPGSSSATAQQLQTVK. N + Oxi dation (M

.73, 1292.79, 1302.72, 1306.
1577.85, 1611.83, 1631. 83,
2780. 92

4 Queries matched: 6

Pepti de

80, 1309.
1635. 87,

R MGRPSAVFI NK. K + Oxi dation (M
R MGRPSAVFI NKK. K + Oxi dation (M

K. KESPVFFGTLGPR. Q
R ENI Cl SLGDFGLR. A
R HSSHGGNI | TRWR R
R ENI Cl SLGDFGLRAAK. S

69, 1196.65, 1202.66, 1273.
1424.74, 1439.78, 1466. 82,
1590. 85, 1600.90, 1611.83,
1775.89, 1782.90, 1814. 00,
2090. 04, 2101.09, 2251.10,

6 Queries matched: 7

Pepti de

R HYYAKLEAI K. D

K. GDFSAPPPPPPPSNR. L
R. DLHEEEGSPI SKDR. F

R. SDFNVNLRQQPPPMK. S
M ATSEI SSSNERHYYAK. L
R. SFDVANRVYEEYLALK. Y

73, 1292.
1482. 82,
1631. 83,
1842. 98,
2298. 15,

74, 1372.
1658. 86,

79, 1302.
1493. 79,
1635. 87,
1878. 94,
2351. 11,

80, 1422.79,
1687. 91,

72, 1306. 80,
1530. 85,
1649. 85,
1948. 97,
2724. 38,
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2251.
No match to:

10

1309. 74,
1482. 82,
1635. 87,
1978. 97,
2780. 92

2250.
1038. 69,

09

1363. 71,
1493. 79,
1649. 85,
1988. 05,

9. gi | 28573188
al pha- Esterase-1 CGL031- PA [ Drosophil a nel anogast er]
oserved

1302.
1649.
1775.
1988.
2075.
2090.
2101.
2251.
2298.
No mat ch

72
85
89
05
06
04
09
10
15

1309. 74,
1482. 82,
1611. 83,
1842. 98,

Mass:

2250.

1370. 77,
1520. 84,
1655. 89,
2070. 01,

06

1062. 66,

12.0
1090.

1372. 80,
1530. 85,
1658. 86,
2075. 06,

64835

Scor e:

M (expt) M (calc) ppm
1301. 71 1301.72 -10.05
1648. 84 1648. 80 28.8
1774. 89 1774. 89 1.03
1987. 04 1986. 97 35.9
2074. 05 2073. 96 45.1
2089. 04 2089. 03 2.92
2100. 08 2099. 99 40.0
2250. 09 2250. 01 36.1
2297. 15 2297.24 -39.81

to: 1038.69, 1062.66, 1090.
1363. 71, 1370.77, 1372.80,
1493. 79, 1520.84, 1530. 85,
1631. 83, 1635.87, 1655. 89,
1878. 94, 1948.97, 1978.97,
Mass: 19860 Score:

10. Qi | 24644665
CG1307- PB [ Drosophi |l a nel anogast er]
oserved

1202.
1363.
1436.
1439.
1658.
2075.
No mat ch

66
71
75
78
86
06

1309. 74,
1530. 85,
1649. 85,
1948. 97,
2780. 43,

11. Qi | 4389444
hypot het i cal

Cbserved

1202.
1363.
1436.
1439.
1658.
2075.
No match

66
71
75
78
86
06

1309. 74,
1530. 85,
1649. 85,
1948. 97,
2780. 43,

M (expt) M (calc) ppm
1201. 66 1201.69 -24.45
1362. 70 1362. 71 -2.72
1435. 75 1435. 67 54.0
1438. 77 1438. 78 -2.27
1657. 86 1657.91 -30.91
2074. 05 2074.15 -49.28

to: 1038.69, 1062.66, 1090.
1370. 77, 1372.80, 1392.82,
1532. 86, 1552.85, 1564. 83,
1655. 89, 1687.91, 1706. 83,
1978. 97, 1988.05, 2070.01,
2780. 92

Mass: 18795 Score:

M (expt) M (calc) ppm
1201. 66 1201. 69 -24.45
1362. 70 1362. 71 -2.72
1435. 75 1435. 67 54.0
1438. 77 1438. 78 -2.27
1657. 86 1657.91 -30.91
2074. 05 2074.15 -49.28

to: 1038.69, 1062.66, 1090.

1370. 77, 1372.80, 1392.82,

1532. 86, 1552.85, 1564. 83,

1655. 89, 1687.91, 1706. 83,

1978. 97, 1988.05, 2070.01,

2780. 92
Mass: 62994 Scor e:

12. Qi | 19528039
AT22192p [ Drosophil a nel anogast er]
bserved

1302.
1416.
1466.
1482.
1564.
1635.
1655.
1706.
1750.
2086.
2101.
No match to:

72
78
82
82
83
87
89
83
91
05
09

13009. 74,

M (expt) M (calc) ppm
1301.71 1301. 66 34.6
1415. 77 1415. 74 21.6
1465. 81 1465.88 -43.99
1481. 81 1481. 75 42. 4
1563. 82 1563. 75 45. 2
1634. 86 1634. 79 46. 8
1654. 89 1654.94 -30.02
1705. 82 1705. 82 -3.34
1749. 90 1749. 88 15.9
2085.04  2085.17 -62.39
2100. 08 2100. 09 -7.33

1038. 69, 1062.66, 1090.

1363. 71, 1370.77, 1372.80,

file:///CJ/Users/samsung/Desktop/re(4)/007.htm[01.03.2016 17:10:00]

23.1kd-li ke protein [Drosophila

300 - 319 K. SCLSCHQQ HRNAPI CPLCK. A
65, 1163.69, 1191.69, 1196.65, 1202.66, 1273.73, 1292.79, 1302
1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78,
1552. 85, 1564.83, 1572.97, 1577.85, 1579.81, 1590.85, 1600. 90,
1687.91, 1706.83, 1739.89, 1750.91, 1775.89, 1782.90, 1814.00,
2084. 09, 2086.05, 2090.04, 2101.09, 2298.15, 2351.11, 2724.38,
37 Expect: 8.7 Queries matched: 9
Start End M ss Peptide
540 - 550 0 K. QLEFI VLPESK. Q
408 - 420 0 R MEFNECLHI LSVK. H + Oxidation (M;
406 - 420 1 R. GRVEFNECLHI LSVK. H
286 - 304 0 K. APASEMAAQG TLVSQEER. R
260 - 277 1 R WAYRLACQLGYSGSENEK. E
76 - 93 1 R. APQPPHPW.GVRDCTYPR. A
264 - 281 1 R. LACQLGYSGSENEKEVFR. Y + Propi onani de (C)
447 - 464 1 R. FDVDSPHFNHFRQVMCGK. H + Oxi dation (M ;
168 - 190 1 R. VGALGFLSLADRDLDVPGNAGLK. D
65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292
1392. 82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78,
1532. 86, 1552.85, 1564.83, 1572.97, 1577.85, 1579.81, 1590. 85,
1658. 86, 1687.91, 1706.83, 1739.89, 1750.91, 1770.90, 1782.90,
2070. 01, 2084.09, 2086.05, 2351.11, 2724.38, 2780.43, 2780.92
37 Expect: 11 Queries matched: 6
Start End M ss Peptide
74 - 83 1 K. WLWRNDLK. M + Oxi dation (M
127 - 138 1 R. VESEAELMAI KK. E + Oxi dation (M
114 - 126 1 R. SWENCGCAKI AVR. V
164 - 178 0 K. TVLAVGPAAAADI DR. V
123 - 137 1 K. I AVRVESEAELMAI K. K
164 - 184 1 K. TVLAVGPAAAADI DRVTGHLK. L
65, 1163.69, 1191.69, 1196.65, 1235.74, 1273.73, 1292.79, 1302
1416. 78, 1422.79, 1424.74, 1434.80, 1466.82, 1482.82, 1493.79,
1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83,
1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98,
2084. 09, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2351.11,
37 Expect: 11 Queries matched: 6
nel anogast er]
Start End M ss Peptide
64 - 73 1 K. WLWRNDLK. M + Oxi dation (M
117 - 128 1 R. VESEAELMAI KK. E + Oxi dation (M
104 - 116 1 R. SWENCGCAKI AVR. V
154 - 168 0 K. TVLAVGPAAAADI DR. V
113 - 127 1 K. I AVRVESEAELMAI K. K
154 - 174 1 K. TVLAVGPAAAADI DRVTGHLK. L
65, 1163.69, 1191.69, 1196.65, 1235.74, 1273.73, 1292.79, 1302
1416. 78, 1422.79, 1424.74, 1434.80, 1466.82, 1482.82, 1493.79,
1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631. 83,
1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98,
2084. 09, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2351.11,
36 Expect: 11 Queries matched: 11
Start End Mss Peptide
413 - 423 0 R. CLI VAEDELAR. C + Propi onanmi de (O
61 - 72 1 K. YNHI PGSFRI GR. K
119 - 131 1 K. LTKW VKPPASAR. G
465 - 476 1 R. EM3 ALLSRYCR. D + Propi onani de (C)
384 - 395 1 K. HNQYTNRSI EFR. E
238 - 250 0 K. WILQSLWSCLENR. G
263 - 278 1 R NLVI K@ VSGESGLNR M
238 - 250 0 K. WIL@SLWBCLENR. G + Propi onani de (C)
32 - 45 1 R | I KNTTDWAWEK. H + Oxi dation (M
171 - 187 1 R LYWLTSI NPLRI YMYK. D
424 - 441 1 R. CQPLERI FPTAGTHVYLR. Y
65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292
1392.82, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1493.79,

.72,

1306. 80,

1466. 82,
1631. 83,
1878. 94,
2780. 43,

.79,

Pr opi onami de (O

Pr opi onam de (C)

1306. 80,

1466. 82,
1600. 90,
1814. 00,

.72,

1306. 80,

1520. 84,
1635. 87,
1878. 94,
2724. 38,

.72,

1306. 80,

1520. 84,
1635. 87,
1878. 94,
2724. 38,

.79,

1306. 80,

1520. 84,
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1530. 85, 1532.86, 1552.85, 1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83, 1649.85, 1658. 86,
1687.91, 1739.89, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98, 1878.94, 1948.97, 1978.97, 1988.05, 2070.01,
2075. 06, 2084.09, 2090.04, 2251.10, 2298.15, 2351.11, 2724.38, 2780.43, 2780.92
13. Qi | 24639878 Mass: 20523 Score: 36 Expect: 11 Queries matched: 8
C&4151- PA [ Drosophil a nel anogast er]
Cbserved M (expt) M (calc) ppm Start End Mss Peptide
1309. 74 1308. 73 1308.74 -6.17 97 - 107 1 R. LRPRPQSDGKR. |
1493. 79 1492. 78 1492. 72 44.2 115 - 126 1 R. | CLDDKLASCWR. D + Propi onani de (QC)
1552. 85 1551. 84 1551. 75 60.9 31 - 45 1 R. CTGLSSGQEVCI RNK. V
1564. 83 1563. 82 1563. 75 45.5 115 - 126 1 R. | CLDDKLASCWR. D + 2 Propi onani de (O
1631. 83 1630. 82 1630. 80 9. 67 8l - 96 1 R. CRNI PGTSGVGQCAI R. L
1687. 91 1686. 90 1686. 84 38.0 67 - 80 1 R. DNGLEPI RETCI TR. C + Propi onani de (O
1948. 97 1947. 96 1947. 94 9.73 121 - 137 1 K. LASCWRDQQGAC! LQTR. C
1978. 97 1977. 96 1977.97 -2.39 25 - 43 1 R RPCVGRCTGELSSGEVC R N
No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72,
1306. 80, 1363.71, 1370.77, 1372.80, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466. 82,
1482.82, 1520.84, 1530.85, 1532.86, 1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1635.87, 1649. 85,
1655.89, 1658.86, 1706.83, 1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98, 1878.94, 1988. 05,
2070. 01, 2075.06, 2084.09, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2351.11, 2724.38, 2780.43, 2780.92
14. Qi | 7572 Mass: 42939 Score: 36 Expect: 12 Queries matched: 7
al dol ase-rel ated protein [Drosophila nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
1370. 77 1369. 77 1369.78 -12.65 304 - 316 1 R. ALQASVLRAWAGK. K
1631. 83 1630. 82 1630. 82 -2.85 380 - 395 1 R. LPAMPTSLSPSTNTKS. -
1655. 89 1654. 89 1654. 89 -1.25 243 - 257 0 K. NTPEEI ALTTVQALR. R
1658. 86 1657. 86 1657. 80 32.6 44 - 57 1 R. LQDI GVENTEDNRR. A
1782. 90 1781. 89 1781. 84 28.9 331 - 348 1 R. AKANGEAACGNYTAGSVK. G + Propi onani de (C)
2075. 06 2074. 05 2074.11 -28.25 70 - 87 0 K. LAENI SGVI LFHETLYCX. A
2780. 43 2779. 43 2779. 43 -2.35 216 - 241 0 K. ALSDHHVYLEGTLLKPNWTAGQAK. K
No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72,
1306. 80, 1309.74, 1363.71, 1372.80, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466. 82,
1482. 82, 1493.79, 1520.84, 1530.85, 1532.86, 1552.85, 1564.83, 1572.97, 1577.85, 1579.81, 1590.85, 1600. 90,
1611.83, 1635.87, 1649.85, 1687.91, 1706.83, 1739.89, 1750.91, 1770.90, 1775.89, 1814.00, 1842.98, 1878. 94,
%%18 g; 1978.97, 1988.05, 2070.01, 2084.09, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2351.11, 2724.38,
15. Qi | 6685149 Mass: 137181 Score: Expect: 14 (Queries nmatched: 13
xmas-2 [ Drosophil a nel anogaster]
Observed M (expt) M (calc) ppm Start End Mss Peptide
1090. 65 1089. 64 1089. 61 30.3 862 - 871 0 R LM ALESAWK. F + xidation (M
1163. 69 1162. 68 1162. 63 37.4 338 - 346 1 R. QYELVEVKR. V
1309. 74 1308. 73 1308. 68 38.8 742 - 753 0 R GLLQQPQSPDAR. F
1422.79 1421.78 1421. 75 20.4 349 - 362 0 K. SVGEWSCEPLPPR. D
1552. 85 1551. 84 1551. 83 9.44 892 - 904 0 R EYLLVNLGSELFR R
1564. 83 1563. 82 1563. 80 13.1 549 - 560 0 K. LEQLFFVQQQER. E
1577. 85 1576. 85 1576. 86 -9.99 18 - 30 1 R. NI PELFLDKYVAR. S
1631. 83 1630. 82 1630. 77 30.1 457 - 470 0 R AQEFQEQAPATQQR. R
1649. 85 1648. 84 1648.91 -43.69 347 - 362 1 R. VKSVGEVWSGEPLPPR. D
1770. 90 1769. 89 1769. 86 18.2 167 - 179 1 K. CLQTLKYMYHDLR. | + Oxidation (M; Propionanmide (O
1814. 00 1813. 00 1812. 97 12.0 958 - 973 0 R. VFVQPLPI ESSLNTNR. L
2086. 05 2085. 04 2085.08 -18.25 783 - 802 0 K. ATDLAEANG | CLI GLDDI R L
2351. 11 2350. 10 2350. 08 9.47 363 - 381 0 R. DLYLNHRPHNSFDDYGMLK. S + Oxi dation (M
No match to: 1038.69, 1062.66, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72, 1306.80, 1363.71,
1370. 77, 1372.80, 1392.82, 1416.78, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82, 1493.79, 1520. 84,
1530. 85, 1532.86, 1572.97, 1579.81, 1590.85, 1600.90, 1611.83, 1635.87, 1655.89, 1658.86, 1687.91, 1706. 83,
1739.89, 1750.91, 1775.89, 1782.90, 1842.98, 1878.94, 1948.97, 1978.97, 1988.05, 2070.01, 2075.06, 2084.09,
2090. 04, 2101.09, 2251.10, 2298.15, 2724.38, 2780.43, 2780.92
16. Qi | 45551983 Mass: 43217 Score: 35 Expect: 14 Queries nmatched: 7
Al dol ase CG5058- PA, isoform A [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End M ss Peptide
1370. 77 1369. 77 1369.78 -12.65 337 - 349 1 R. ALQASVLRAWAGK. K
1520. 84 1519. 83 1519.86 -21.15 235 - 248 1 R AQKVTETVLAAVYK. A
1579. 81 1578. 81 1578. 78 20.3 31 - 43 1 R. | SKMITYFNYPSK. E
1658. 86 1657. 86 1657. 80 32.6 77 - 90 1 R. LQDI GVENTEDNRR. A
1782. 90 1781. 89 1781. 84 28.9 364 - 381 1 R. AKANGEAACGNYTAGSVK. G + Propi onani de (C)
2075. 06 2074. 05 2074.11 -28.25 103 - 120 0 K. LAENI SGVI LFHETLYCK. A
2780. 43 2779. 43 2779. 43 -2.35 249 - 274 0 K. ALSDHHVYLEGTLLKPNWTAGQSAK. K
No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72,
1306. 80, 1309.74, 1363.71, 1372.80, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466. 82,
1482.82, 1493.79, 1530.85, 1532.86, 1552.85, 1564.83, 1572.97, 1577.85, 1590.85, 1600.90, 1611.83, 1631. 83,

file:///CJ/Users/samsung/Desktop/re(4)/007.htm[01.03.2016 17:10:00]
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17.

18.

19.

20.

1635. 87, 1649.85, 1655.89, 1687.91, 1706.83, 1739.89, 1750.91, 1770.90, 1775.89, 1814.00, 1842.98, 1878. 94,
%%18 g; 1978. 97, 1988.05, 2070.01, 2084.09, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2351.11, 2724. 38,
Qi | 21430850 Mass: 43587 Score: 35 Expect: 15 Queries matched: 8

SD20045p [ Drosophil a nel anogast er]

bserved M (expt) M (calc) ppm Start End Mss Peptide

1372. 80 1371.79 1371. 75 29.3 331 - 342 1 K. L&KI QLYEGHSK. E

1434. 80 1433. 79 1433. 74 37.3 285 - 298 0 K. TLDAAFEAAI EVGK. W

1532. 86 1531. 85 1531. 75 64.8 201 - 213 1 K. ESKEMLAALCPNR. N + Propi onam de (C)

1552. 85 1551. 84 1551. 78 39.7 237 - 249 1 K. LRNAFNEAMTLTR H + Oxidation (M

1687. 91 1686. 90 1686. 89 6.99 271 - 284 0 K. QTGVFHPLNVWYVK. T

1775. 89 1774. 89 1774.93 -26.17 316 - 330 0 K. YHGPWNPLLGLLHWK. L

1978. 97 1977. 96 1977. 93 16. 4 250 - 265 1 R. HNLENMKDVAYLDVCK. V + Oxi dation (M; Propionanide (Q

2090. 04 2089. 04 2088. 99 24. 4 204 - 223 1 K. EMLAALCPNRNCGAG SVDR. N
No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72,
1306. 80, 1309.74, 1363.71, 1370.77, 1392.82, 1416.78, 1422.79, 1424.74, 1436.75, 1439.78, 1466.82, 1482.82,
1493. 79, 1520.84, 1530.85, 1564.83, 1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83, 1635. 87,
1649. 85, 1655.89, 1658.86, 1706.83, 1739.89, 1750.91, 1770.90, 1782.90, 1814.00, 1842.98, 1878.94, 1948.97,
1988. 05, 2070.01, 2075.06, 2084.09, 2086.05, 2101.09, 2251.10, 2298.15, 2351.11, 2724.38, 2780.43, 2780.92
Qi | 125978701 Mass: 30284 Score: 35 Expect: 15 Queries natched: 8
GA16922- PA [ Drosophil a pseudoobscura]l
bserved M (expt) M (calc) ppm Start End M ss Peptide

1202. 66 1201. 66 1201. 60 45.5 1- 12 0 - . SEDPAAI AGLMWK. L

1273.73 1272.72 1272. 71 13.8 43 - 52 1 R LRYNLEGRPR. H

1493. 79 1492. 78 1492. 69 58.9 59 - 69 1 R WREFDVEI EDR. L

1564. 83 1563. 82 1563. 76 40.5 179 - 190 1 R FQAMG LECQERR. L

1572. 97 1571. 96 1571. 86 63.5 1- 15 1 - . SEDPAAI AGLMKLLK. Q + Oxidation (M

1635. 87 1634. 86 1634. 80 40.0 179 - 190 1 R FQAG LECQERR. L + Propi onanide (C)

2075. 06 2074. 05 2073.99 29.0 90 - 108 1 R. GRQSLGCYWACCAASI FR. R + Propi onam de (C)

2298. 15 2297.15 2297.21 -29.02 230 - 247 1 R QLMVLLYCMWTLNLRCK. K + Oxidation (M; 2 Propionamde (O
No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1235.74, 1292.79, 1302.72, 1306.80, 1309. 74,
1363. 71, 1370.77, 1372.80, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82,
1520. 84, 1530.85, 1532.86, 1552.85, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83, 1649.85, 1655. 89,
1658.86, 1687.91, 1706.83, 1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98, 1878.94, 1948.97,
1978.97, 1988.05, 2070.01, 2084.09, 2086.05, 2090.04, 2101.09, 2251.10, 2351.11, 2724.38, 2780.43, 2780.92
Qi | 27544248 Mass: 118888 Score: 35 Expect: 17 Queries matched: 12
supressor of Ty elenent 16 [Drosophila nel anogaster]

Observed M (expt) M (calc) ppm Start End Mss Peptide

1191. 69 1190. 68 1190. 63 46. 2 76 - 85 1 K. DQGNFEKLI K. A

1196. 65 1195. 64 1195. 59 46. 1 760 - 769 0 K. SWEFDTPFR. E

1273.73 1272.72 1272. 64 66. 2 298 - 308 0 K. EKPSMVDNLPK. S + Oxi dation (M

1363. 71 1362. 70 1362. 65 38.5 537 - 548 0 R. | NFFHPGATMGR. N + Oxi dation (M

1416. 78 1415. 77 1415. 71 45.9 481 - 492 1 K. SI SQWREPEVK. E + Oxidation (M

1572. 97 1571. 96 1571. 94 12.2 629 - 641 1 K. LKDLYI RPNI VTK. R

1577. 85 1576. 85 1576.85 -5.02 277 - 290 1 K. LLVPGTKLCDVYEK. T

1649. 85 1648. 84 1648. 81 20.1 549 - 563 0 R. NEGGLYPQPEATFVK. E

1658. 86 1657. 86 1657. 79 37.0 523 - 536 0 K. NI SQSVEGEYTYLR. |

1782. 90 1781. 89 1781.90 -6.11 835 - 850 0 K. VAMNAI PMNMLDHVK. E

2101. 09 2100. 08 2100.09 -3.16 53 - 70 0 K. QTQNI TEEGFPEI NLLVR. D

2298. 15 2297.15 2297.13 5.96 549 - 568 1 R. NEGGLYPQPEATFVKEVTYR. S
No match to: 1038.69, 1062.66, 1090.65, 1163.69, 1202.66, 1235.74, 1292.79, 1302.72, 1306.80, 1309.74, 1370.77,
1372.80, 1392.82, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82, 1493.79, 1520.84, 1530. 85,
1532.86, 1552.85, 1564.83, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83, 1635.87, 1655.89, 1687.91, 1706. 83,
1739.89, 1750.91, 1770.90, 1775.89, 1814.00, 1842.98, 1878.94, 1948.97, 1978.97, 1988.05, 2070.01, 2075. 06,
2084. 09, 2086.05, 2090.04, 2251.10, 2351.11, 2724.38, 2780.43, 2780.92
Qi | 21356157 Mass: 27835 Score: 35 Expect: 17 Queries matched: 6
Al'y CGL101- PA [Drosophila nel anogaster]

Cbserved M (expt) M (calc) ppm Start End Mss Peptide

1038. 69 1037. 68 1037. 63 47.8 58 - 67 1 R. KPGSVLKGPR. G

1363. 71 1362. 70 1362.73 -16.76 148 - 159 1 R. SLGTADVI FERR. A

1520. 84 1519. 83 1519. 79 24.5 5 - 17 1 K. | EMSLDDI | KSTR. S

1552. 85 1551. 84 1551. 85 -2.46 48 - 64 1 R. GGANAGGSPRKPGSVLK. G

1649. 85 1648. 84 1648. 84 0.74 1- 14 1 -. MVDKI EMSLDDI | K. S

2351. 11 2350. 10 2350. 09 5.84 246 - 266 1 K. APPTAEELDAELDSYI NDWKI . - + Oxi dation (M
No match to: 1062.66, 1090.65, 1163.69, 1191.69, 1196.65, 1202.66, 1235.74, 1273.73, 1292.79, 1302.72, 1306. 80,
1309. 74, 1370.77, 1372.80, 1392.82, 1416.78, 1422.79, 1424.74, 1434.80, 1436.75, 1439.78, 1466.82, 1482.82,
1493. 79, 1530.85, 1532.86, 1564.83, 1572.97, 1577.85, 1579.81, 1590.85, 1600.90, 1611.83, 1631.83, 1635. 87,
1655. 89, 1658.86, 1687.91, 1706.83, 1739.89, 1750.91, 1770.90, 1775.89, 1782.90, 1814.00, 1842.98, 1878. 94,
%%1(8) % %%8 8; 1988. 05, 2070.01, 2075.06, 2084.09, 2086.05, 2090.04, 2101.09, 2251.10, 2298.15, 2724.38,
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Protein Summary Report (Submitted from Shidlovsky 080328 |1 by Mascot Daemon on PAP800SE)

Search Parameters

Type of search . Peptide Mass Fingerprint
Enzyne . Trypsin

Variable nodifications : Oxidation (M, Propionanide (C
Mass val ues : Monoi sot opi ¢

Protei n Mass : Unrestricted

Pepti de Mass Tolerance : + 70 ppm

Peptide Charge State D1+

Max M ssed C eavages 1

Nurmber of queries . 67

Mascot: http://www.matrixscience.com/
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Protein Summary Report (Submitted from Shidlovsky 080328 |1 by Mascot Daemon on P4P800SE)

M ascot Search Results

User o llya

Emai | : toropygin@anbler.ru

Search title : Submtted from Shidlovsky 080328 Il by Mascot Daenpn on P4P800SE

M5 data file : \\192.168.0. 18\ data on ul trafl ex-2\ DATA\ 2008_I | ya\ Shi dl ovsky\ 080328\ 016\ 0_K22\ 1\ 016__0_K22__1. dar
Dat abase : NCBI nr 20070307 (4984280 sequences; 1723577896 residues)

Taxonony . Drosophila (fruit flies) (47828 sequences)

Ti nest anp : 2 Apr 2008 at 20:07:31 GVI

Top Score : 147 for gi| 24642732, xmas-2 CG32562- PA [Drosophila nel anogaster]

Probability Based M owse Score

Protein score is-10* Log(P), where P is the probability that the observed match is a random event.
Protein scores greater than 59 are significant (p<0.05).

Score Distribution

-]

Protein Summary Report

| Fomans | IProteinSummary | Help

Significance threshold p< Max. number of hits

Overview Table

Click on column header to jJump to entry in results list.

Move mouse over any indicator to highlight identical peptides.
Click on an indicator to see details of individual match.

Use check boxes to select sub-set of queries for new search.

Mouse over: [-Query- |

| -Accession- | | -Sequence- |

Hit:[1]2[3]4[5]6]z[8]910[11]12[13]14[15[16]17[18]19[20
O 865.45 (1+) [E| 8|
[ 947.51 (1+)
1034.56 (1+) EEE
O 1079.53 (1+)
O 116359 (1+)|&|& EEEE
1228.65 (1+)
[0 1293.60 (1+)
[0 1309.64 (1+) |
O 134167 (14)| | [@ EIEEE
[ 1418.78 (1+) @& >
O 1422.71 (1+)|E|E)
O 1503.73 (1+)[E[E]|
O 1519.75 (1+) & B [ =
0 1530.77 (1+) CEEE
O 1577.84 (1+) |8 @ H|
163177 (1+)|@ ||| | 2]
[ 1649.88 (1+)|@[A| CIEE

[ [ LI LI
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Index
Accessi on Mass Score Description
1. @i 24642732 158081 147 xmas-2 CG32562- PA [ Drosophila nel anogaster]
2. @i| 6685149 137181 102 xmas-2 [Drosophila nel anogaster]
3. @i|125978973 59427 57 GA10863- PA [ Drosophil a pseudoobscura]l
4. Qi | 62472746 56049 54 munin CG33518- PA [ Drosophil a nel anogast er]
5. @i|125986167 26383 46 GA12955- PA [ Drosophil a pseudoobscura]
6. @i |125776225 88474 45 GA20047- PA [ Drosophil a pseudoobscura]
7. @i 21357939 34785 45 CGl6984- PA [ Drosophil a nel anogaster]
8. gi| 45552865 455345 45 Dynein heavy chain at 62B CGL5804-PB, isoform B [Drosophila nel anogaster]
9. 0i|6118254 68888 45 DEAD-box protein abstrakt [Drosophila nel anogaster]
10. @i | 17977678 69444 45 abstrakt CGL4637- PA [ Drosophil a nel anogaster]
11. @i | 125777504 69135 44 GA13135- PA [ Drosophil a pseudoobscura]
12. @i 17136796 54515 42 Vacuol ar H +] - ATPase 55kD B subunit CGL7369-PB, isoform B [Drosophila nel anogaster]
13. @i | 45550626 95197 41 CG6114- PA [ Drosophila nel anogaster]
14. @i | 125807930 89695 41 GA19661- PA [ Drosophil a pseudoobscura]l
15. gi| 24585660 100234 40 C&B665- PA [ Drosophila nel anogast er]
16. @i | 125987453 136258 39 GA12952- PA [ Drosophil a pseudoobscura]
17. i 66773024 42756 39 1P10422p [Drosophila nel anogaster]
18. @i | 24639719 93167 39 cap binding protein 80 CG7035-PA, isoform A [Drosophila mel anogaster]
19. @i 19920610 39966 39 CG&3165- PA [Drosophila nel anogaster]
20. @i|19921938 23839 39 CGl648-PA, isoform A [Drosophila nel anogaster]
Results List
1. Qi | 24642732 Mass: 158081 Score: 147 Expect: 9.5e-011 Queries matched: 23
xmas-2 CG32562- PA [ Drosophil a nel anogast er]
hserved M (expt) M (calc) ppm Start End Mss Peptide
865. 45 864. 44 864.48 -49.29 238 - 244 1 R ALKQYSR. S
947.51 946. 50 946.53 -36.70 212 - 218 1 R VLREFQR Q
1163. 59 1162. 58 1162.63 -44.41 524 - 532 1 R QYELVEVKR. V
1309. 64 1308. 63 1308.68 -35.04 928 - 939 0 R GLLQQPQSPDAR. F
1418. 78 1417.77 1417.82 -35.67 36 - 47 0 R FGTLVNFVLRPR R
1422.71 1421.70 1421.75 -35.46 535 - 548 0 K. SVGEWSGEPLPPR. D
1503. 73 1502. 73 1502.76 -20.04 512 - 523 1 R. MHTVETEYKLPR. Q
1519. 75 1518.74 1518.75 -7.45 512 - 523 1 R MHTVETEYKLPR Q + Oxidation (M
1577. 84 1576. 83 1576.86 -21.13 18 - 30 1 R. NI PELFLDKYVAR. S
1631. 77 1630. 76 1630. 77 -7.02 643 - 656 0 R AQEFQEQAPATQQR. R
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Protein Summary Report (Submitted from Shidlovsky 080328 |1 by Mascot Daemon on P4P800SE)

1649. 88 1648. 87 1648.91 -28.01 533 - 548
1745.91 1744.90 1744.95 -31.97 13 - 26
1753. 87 1752. 87 1752. 87 -0.01 318 - 332
1787. 89 1786. 88 1786. 87 5.71 643 - 657
1842. 94 1841. 93 1841. 94 -5.22 166 - 181
1874.91 1873.91 1873. 90 2.25 641 - 656
1934. 02 1933. 02 1933.04 -13.66 732 - 746
2086. 04 2085. 03 2085.08 -23.66 969 - 988
2321.11 2320.11 2320.08 11.5 219 - 237
2342.18 2341.18 2341.16 7.03 1124 - 1143
2351.11 2350. 11 2350. 08 10.7 549 - 567 DLYLNHRPHNSFDDYGMLK. S + Oxi dation (M
2430. 17 2429.16 2429. 15 3. 46 91 - 111 . TEEWDPDI QAELSALQSG/AR. N

2437. 17 2436. 16 2436. 15 6.59 1228 - 1247 0 K. I LQYDTDDYLNFVEYLAGER M

No match to: 1034.56, 1079.53, 1228.65, 1293.60, 1341.67, 1530.77, 1686.85, 1706.82, 1877.95, 1925.00, 2031.01, 2033.10,
2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

. VKSVGEVWSGEPLPPR. D

. TLLCRNI PELFLDK. Y + Propi onani de (C)
LVEQCARFHI HCAAR. L

AQEFQEQAPATQORR. A

. RPAHTSEEKFSVLDAR. D

SRAQEFQEQAPATQOR. R

. QLKLEQLFFVQQQER. E

ATDLAEANG | CLI GLDDI R L

QVAYYELQPGSDELI CHER. A + Propi onani de (C)
LQLVAGEDLSDWPQFPEELR. V

OO0 00O RRRRERERR
AV ARV ARAARAD

2. i 14 Mass: 137181 Score: 102 Expect: 3e-006 Queries nmatched: 18

xmas-2 [ Drosophila nel anogaster]

bserved M (expt) M (calc) ppm Start End M ss Peptide
1163. 59 1162. 58 1162. 63 -44.41 338 - 346 1 R QYELVEVKR. V
1309. 64 1308. 63 1308.68 -35.04 742 - 753 0 R. GLLQQPQSPDAR. F
1418.78 1417. 77 1417.82 -35.67 36 - 47 0 R FGTLVNFVLRPR. R
1422. 71 1421.70 1421.75 -35.46 349 - 362 0 K. SVGEWSGEPLPPR. D
1503. 73 1502.73 1502.76 -20.04 326 - 337 1 R. MHTVETEYKLPR. Q
1519. 75 1518. 74 1518. 75 -7.45 326 - 337 1 R MHTVETEYKLPR. Q + Oxi dation (M
1577. 84 1576. 83 1576.86 -21.13 18 - 30 1 R. NI PELFLDKYVAR. S
1631. 77 1630. 76 1630. 77 -7.02 457 - 470 0 R AQEFQEQAPATQR. R
1649. 88 1648. 87 1648.91 -28.01 347 - 362 1 R. VKSVGEVWSGEPLPPR. D
1745.91 1744. 90 1744.95 -31.97 13 - 26 1 K. TLLCRNI PELFLDK. Y + Propi onani de (C)
1753. 87 1752. 87 1752. 87 -0.01 132 - 146 1 K. LVEQCARFHI HCAAR. L
1787.89  1786.88  1786. 87 5.71 457 - 471 1 R AQEFQEQAPATQRR. A
1874.91  1873.91  1873.90 2.25 455 - 470 1 K. SRAQEFQEQAPATQRR R
1934. 02 1933. 02 1933.04 -13.66 546 - 560 1 R QLKLEQLFFVQQQER. E
2086. 04 2085. 03 2085.08 -23.66 783 - 802 0 K. ATDLAEANG | CLI GLDDI R. L
2342.18 2341. 18 2341. 16 7.03 938 - 957 0 R. LQLVAGEDL SDWPQFPEELR. V
2351. 11 2350. 11 2350. 08 10.7 363 - 381 0 R. DLYLNHRPHNSFDDYGMLK. S + Oxidation (M
2437. 17 2436. 16 2436. 15 6.59 1042 - 1061 0 K. | LQYDTDDYLNFVEYLAGER. M

No match to: 865.45, 947.51, 1034.56, 1079.53, 1228.65, 1293.60, 1341.67, 1530.77, 1686.85, 1706.82, 1842.94, 1877.095,
1925. 00, 2031.01, 2033.10, 2321.11, 2430.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

3. Qi | 125978973 Mass: 59427 Score: 57 Expect: 0.098 Queries matched: 9

GA10863- PA [ Drosophil a pseudoobscural

hserved M (expt) M (calc) ppm Start End Mss Peptide
1341. 67 1340. 66 1340. 61 33.1 210 - 221 0 K. CSASFSTNANLR. V + Propi onani de (C)
1925. 00 1923. 99 1923. 89 55.3 210 - 226 1 K. CSASFSTNANLRVHMVR. H
2086. 04 2085. 03 2085.06 -14.73 1 - 31 0 K. EDAVSLLTDSG SLSSPPAAR. G

2321.11 2320. 11 2320. 11 -1.42 284 - 302 1 K. HAAI KTHVCEVCNSYFTQK. S + 2 Propi onani de (CO)
2342.18  2341.18  2341.11 26.7 164 - 182 1 R LHVRLHSGEKPYQCPI CDK.R + Oxidation (M ; Propionanide (O
2437. 17 2436. 16 2436. 10 27.2 200 - 221 1 K. TCl QQFNCTKCSASFSTNANLR. V

2724. 38 2723. 38 2723. 28 34.0 187 - 209 1 R. GEQL QQHWSHHKTCI QQFNCTK. C + Propi onani de (C)

2918. 50 2917. 50 2917. 45 15.3 11 - 40 1 K. EDAVSLLTDSG SLSSPPAARGSSPTSSTK. L

3338.75 3337. 74 3337.62 37.0 402 - 432 1 K. CPAVEGDNTDSQSDDALVLSTI RFNVAVI LK. K + Oxi dation (M

No match to: 865.45, 947.51, 1034.56, 1079.53, 1163.59, 1228.65, 1293.60, 1309.64, 1418.78, 1422.71, 1503.73, 1519.75,
1530. 77, 1577.84, 1631.77, 1649.88, 1686.85, 1706.82, 1745.91, 1753.87, 1787.89, 1842.94, 1874.91, 1877.95, 1934.02,
2031. 01, 2033.10, 2351.11, 2430.17, 2468.35, 2617.36, 2865.52, 3159.59

4. Qi | 62472746 Mass: 56049 Score: 54 Expect: 0.17 Queries matched: 9
muni n C&G33518- PA [ Drosophi | a nel anogast er]
observed M (expt) M (calc) ppm Start End Mss Peptide

1034. 56 1033. 56 1033. 49 62.1 301 - 310 1 K. KCAGRPSGCR. T

1422.71 1421.70 1421. 67 20.3 477 - 489 K. ADNVPHNI PGQTK. V

1519.75 1518. 74 1518.75 -10.53 1- 12 -. MLRI CNYSHNI R. |

1530. 77 1529. 76 1529. 77 -6.98 344 - 356 LLWWNPCVWEAK. D

1686. 85 1685. 85 1685.87 -17.47 343 - 356 RLLWWMNPCVVEAK. D

1787. 89 1786. 88 1786. 84 24.1 203 - 218 . GPHEDLNLDI AFCLCK. K

1877. 95 1876. 95 1876. 84 57.6 188 - 202 CNRNACMSSLQAFYK. G + 2 Propi onami de (O
1934. 02 1933. 02 1932. 92 48. 2 451 - 467 . FVFCFPI STQSVAQVGR. R + Oxi dation (M
2031.01 2030. 00 2030. 00 0.03 284 300 R LKLEYYEQACAVDSVTK. K + Propi onam de (C)

No match to: 865.45, 947.51, 1079.53, 1163.59, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1503.73, 1577.84, 1631.77,
1649.88, 1706.82, 1745.91, 1753.87, 1842.94, 1874.91, 1925.00, 2033.10, 2086.04, 2321.11, 2342.18, 2351.11, 2430.17,
2437.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

P ORrORrRORrRO
d0XIOD

5. Qi | 125986167 Mass: 26383 Score: 46 Expect: 1.1 Queries matched: 6
GA12955- PA [ Drosophi |l a pseudoobscural
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bserved M (expt) M (calc) ppm Start End Mss Peptide
1034. 56 1033. 56 1033. 52 34.8 40 - 48 1 R. ADYPRDVAK. |
1530. 77 1529.76 1529.82 -35.90 120 - 131 0 R FHCLFKPAQLQK. | + Propi onani de (Q)
1686. 85 1685. 85 1685.92 -43.72 119 - 131 1 R RFHCLFKPAQLQX. | + Propi onani de (C)
1877. 95 1876. 95 1876. 92 13.2 146 - 162 0 K. ASAMAAFLYQLYMVGNK. D
1934. 02 1933. 02 1932. 92 52.0 179 - 195 1 R. YKSGGQOQRPEFGSYMAK. M
2865. 52 2864. 51 2864. 47 13. 2 12 - 37 1 K. RMLSLI EGLNGTVDEQLSLAAFTWEK. L + Oxi dation (M
No match to: 865.45, 947.51, 1079.53, 1163.59, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1422.71, 1503.73, 1519.75,
1577. 84, 1631.77, 1649.88, 1706.82, 1745.91, 1753.87, 1787.89, 1842.94, 1874.91, 1925.00, 2031.01, 2033.10, 2086. 04,
2321. 11, 2342.18, 2351.11, 2430.17, 2437.17, 2468.35, 2617.36, 2724.38, 2918.50, 3159.59, 3338.75
6. Qi | 125776225 Mass: 88474 Score: 45 Expect: 1.4 Queries matched: 9
GA20047- PA [ Drosophil a pseudoobscural
hserved M (expt) M (calc) ppm Start End Mss Peptide
865. 45 864. 44 864. 42 21.9 274 - 279 1 K. DYRQQR R
1079. 53 1078. 52 1078.57 -43.38 616 - 625 0 K. LPHI AQAACR. R
1309. 64 1308. 63 1308.71 -59.90 363 - 373 0 K. NLI MLSI NTFK. C + Oxidation (M
1530. 77 1529.76 1529.86 -66.15 164 - 176 0 R FATQMJ Q PIIK E
1649. 88 1648. 87 1648. 82 31. 4 74 - 87 0 K. QL_HDEVHSLDTSLR. Q
1787. 89 1786. 88 1786. 87 7.49 432 - 446 0 R FPFHSEQLENAPFPK. K
2351.11 2350. 11 2350.19 -36.85 138 - 156 1 K. QYYQALRTLETLETEHLSR. L
2437. 17 2436. 16 2436.21 -18.94 281 - 301 1 R DQAKLVLQPPPNVHDNLEAYK. T + Oxi dation (M
2468. 35 2467. 34 2467. 19 60.1 412 - 431 0 K. EQFLPMVWQNVEEYESI | ER. F + Oxi dation (M
No match to: 947.51, 1034.56, 1163.59, 1228.65, 1293.60, 1341.67, 1418.78, 1422.71, 1503.73, 1519.75, 1577.84, 1631.77,
1686.85, 1706.82, 1745.91, 1753.87, 1842.94, 1874.91, 1877.95, 1925.00, 1934.02, 2031.01, 2033.10, 2086.04, 2321.11,
2342.18, 2430.17, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75
7. Qi | 21357939 Mass: 34785 Score: 45 Expect: 1.5 Queries matched: 8
CG16984- PA [ Drosophi | a nel anogast er]
observed M (expt) M (calc) ppm Start End Mss Peptide
947.51 946. 50 946.51 -8.70 280 - 287 1 K. SKLESDLR. Q
1530. 77 1529.76 1529.70 43.2 224 - 238 0 R ASVQSSGPPPMPGMVR. V + 2 Oxidation (M
1577. 84 1576. 83 1576. 79 27.0 143 - 156 0 K. 1 CAGQTVPCPPPPR. Y + 2 Propi onam de (C)
1753.87 1752.87 1752.80 40.4 196 - 210 1 R M.ADMNAVCAKEQAR. L + 2 xidation (M; Propionanide (O
1787. 89 1786. 88 1786.89 -6.71 112 - 129 1 K. CPKMPPMPPLPPPGSGCK. K
1874.91 1873.91 1873.93 -9.59 112 - 129 1 K. CPKMPPMPPLPPPGSGCK. K + Oxi dation (M; Propionanide (C)
2342.18 2341. 18 2341. 10 33.2 224 - 245 1 R ASVQSSGPPPMPGVRVMEQAER. N
2617. 36 2616. 35 2616.36 -4.71 115 - 139 1 K. MPPMPPLPPPGSGGKKPAMVPNFI K. R + 2 Oxi dation (M
No match to: 865.45, 1034.56, 1079.53, 1163.59, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1422.71, 1503.73, 1519.75,
1631. 77, 1649.88, 1686.85, 1706.82, 1745.91, 1842.94, 1877.95, 1925.00, 1934.02, 2031.01, 2033.10, 2086.04, 2321.11,
2351. 11, 2430.17, 2437.17, 2468.35, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75
8. Qi | 45552865 Mass: 455345 Score: 45 Expect: 1.6 Queries nmatched: 21
Dynei n heavy chain at 62B CGl5804-PB, isoform B [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End Mss Peptide
947.51 946. 50 946.53 -28.43 2122 - 2130 0 R WTGCTLVR. K
1079. 53 1078. 52 1078. 47 51.0 691 - 697 0 K. CCIEWQR. Y + 2 Propionanide (O
1163. 59 1162. 58 1162. 63 -44.41 3128 - 3137 1 K. ETVAKI EAFR. L
1228. 65 1227. 64 1227.68 -33.54 1883 - 1894 0 K. TGVI VPTVDTAR. Y
1418.78 1417. 77 1417. 77 -1.63 2118 - 2130 1 R DI SRWTGCTLVR. K
1503. 73 1502. 73 1502.83 -68.46 2679 - 2691 1 K. RLLGEMNFLPGLK. E + Oxi dation (M
1519. 75 1518. 74 1518.77 -21.79 598 - 609 0 K. FTFEEHLQEVI K. K
1631. 77 1630. 76 1630.80 -24.92 402 - 414 0 R TYQEVI QYVEGFR. D
1686. 85 1685. 85 1685. 85 -1.25 2586 - 2601 0 R. DEEVASVQAEAAQVLK. Q
1787. 89 1786. 88 1786. 82 31.5 2143 - 2155 1 R VWHEAMRVFYDR. L + Oxi dation (M
1842. 94 1841. 93 1841.95 -10.59 2585 - 2601 1 K. RDEEVASVQAEAAQVLK. Q
1874.91 1873.91 1873. 92 -7.33 402 - 416 1 R TYQEVI QYVEGFRDK. Y
2031.01 2030. 00 2029. 97 18.0 2755 - 2772 1 K. LAGAEKEYADTMEFLAQK. R + Oxidation (M
2086. 04 2085. 03 2085. 00 12. 4 777 - 794 0 K. DFTTGVFI VNTMCNPALR. K + Oxi dation (M; Propionanide (O
2342. 18 2341. 18 2341. 07 47.1 427 - 445 0 R. DALNQFLSEPHEFEEYFAR. |
2351. 11 2350. 11 2350. 09 4.36 680 - 697 1 K. TFVYPFAELMKCCI EWQR. Y + Oxi dation (M; Propionanide (C)
2468. 35 2467. 34 2467. 32 8.08 395 - 414 1 K. VONI | LRTYQEVI QYVEGFR. D
2617. 36 2616. 35 2616.46 -40.26 3036 - 3059 0 K. VTVI NFALTQNALMDQLLSI WAK. E + Oxi dation (M
2918. 50 2917.50 2917. 43 22.0 1640 - 1664 1 K. W/I FDGPVDAVW ENMNTVLDDNKK. L
3159. 59 3158. 58 3158. 60 -6.94 3084 - 3113 1 R. DAENM LKTLSAGGDI LENEAAI Q LADSK. G + Oxi dation (M
3338.75 3337.74  3337.61 39.5 1726 - 1752 1 R WADEEGVPYVMALMOMNLLPPCQTFVRR F + 2 Oxidation (M; Propionam de (C)
No match to: 865.45, 1034.56, 1293.60, 1309.64, 1341.67, 1422.71, 1530.77, 1577.84, 1649.88, 1706.82, 1745.91, 1753. 87,
1877.95, 1925.00, 1934.02, 2033.10, 2321.11, 2430.17, 2437.17, 2724.38, 2865.52
9. Qi | 6118254 Mass: 68888 Score: 45 Expect: 1.6 Queries matched: 9
DEAD- box protein abstrakt [Drosophila mnel anogaster]
bserved M (expt) M (calc) ppm Start End Mss Peptide
865. 45 864. 44 864. 41 35.4 315 - 321 0 R LMDMLDK. K
1163. 59 1162.58 1162.62 -32.04 322 - 330 1 K. KILTLDMCR. Y + Propi onani de (QO)
1341. 67 1340. 66 1340. 63 19. 3 274 - 284 0 K. HLQACGWPEI R S + Oxidation (M; Propionanide (C)
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1418.78 1417.77 1417.70 46. 9 246 - 258
1577. 84 1576. 83 1576. 84 -7.33 358 - 371
1649. 88 1648. 87 1648.89 -10.41 408 - 421
1787. 89 1786. 88 1786.93 -26.57 433 - 446 K. KQDVDCl HEYLLLK. G + Propi onani de (C)
1934. 02 1933. 02 1932. 96 26.3 285 - 303 R SCLAMGGLPVSEALDVI SR. G + Oxidation (M
2031.01 2030. 00 2030.09 -43.00 107 - 125 1 K. I MESI AQQKALMGVAELAK. G

R NEGPYGLI | CPSR. E
K. GQRQTLLFSATMPK. K
K. QEAKVWYLLDCLQK. T

Okr Rk RO

No match to: 947.51, 1034.56, 1079.53, 1228.65, 1293.60, 1309.64, 1422.71, 1503.73, 1519.75, 1530.77,

1631. 77, 1686. 85,

1706. 82, 1745.91, 1753.87, 1842.94, 1874.91, 1877.95, 1925.00, 2033.10, 2086.04, 2321.11, 2342.18, 2351.11, 2430.17,

2437.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

10. Qi | 17977678 Mass: 69444 Score: 45 Expect: 1.6 Queries matched: 9
abstrakt CGl4637- PA [Drosophila nel anogaster]
observed M (expt) M (calc) ppm Start End Mss Peptide

865. 45 864. 44 864.41 35.4 320 - 326 0 R LMDMLDK. K

1163. 59 1162. 58 1162.62 -32.04 327 - 335 1 K. KILTLDMCR. Y + Propi onam de (C)
1341. 67 1340. 66 1340. 63 19.3 279 - 289
1418.78 1417.77 1417.70 46. 9 251 - 263
1577. 84 1576. 83 1576. 84 -7.33 363 - 376
1649. 88 1648. 87 1648.89 -10.41 413 - 426
1787. 89 1786. 88 1786.93 -26.57 438 - 451 K. KQDVDCI HEYLLLK. G + Propi onani de (C)
1934. 02 1933. 02 1932. 96 26.3 290 - 308 R. SCLAMGGLPVSEALDVI SR. G + Oxidation (M
2031.01 2030. 00 2030.09 -43.00 112 - 130 1 K. I MESI AQQKALMGVAELAK. G

R NEGPYGLI | CPSR E
K. GQRQTLLFSATMPK. K
K. QEAKWYLLDCLQK. T

OFr PP OO

No match to: 947.51, 1034.56, 1079.53, 1228.65, 1293.60, 1309.64, 1422.71, 1503.73, 1519.75, 1530.77,

K. HHQACGWPEI R S + Oxidation (M; Propionanide (C)

1631.77, 1686. 85,

1706. 82, 1745.91, 1753.87, 1842.94, 1874.91, 1877.95, 1925.00, 2033.10, 2086.04, 2321.11, 2342.18, 2351.11, 2430.17,

2437.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

11. Qi | 125777504 Mass: 69135 Score: 44 Expect: 1.8 Queries matched: 9
GA13135- PA [ Drosophi |l a pseudoobscural
bserved M (expt) M (calc) ppm Start End Mss Peptide

865. 45 864. 44 864.41 35.4 320 - 326 0 R LMDMLDK. K
1163. 59 1162. 58 1162.62 -32.04 327 - 335 K. KILTLDMCR. Y + Propi onam de (C)
1341. 67 1340. 66 1340. 57 63.1 345 - 355 R M DMGFEEDVR. T
1418.78 1417.77 1417.70 46. 9 251 - 263 R NEGPYG.I | CPSR. E
1577. 84 1576. 83 1576. 84 -7.33 363 - 376 K. GQRQTLLFSATMPK. K
1649. 88 1648. 87 1648.89 -10.41 413 - 426 K. QEAKVVYLLDCLOK. T
1787. 89 1786. 88 1786.93 -26.57 438 - 451 K. KQDVDCI HEYLLLK. G + Propi onani de (C)
1934. 02 1933. 02 1932. 96 26. 3 290 - 308 R SCLAMGGLPVSEALDVI SR. G + Oxidation (M
2031.01 2030. 00 2030.09 -43.00 112 - 130 1 K. I MESI AQQKALMGVAELAK. G

ORr RFPRPR OO

No match to: 947.51, 1034.56, 1079.53, 1228.65, 1293.60, 1309.64, 1422.71, 1503.73, 1519.75, 1530.77,

1631. 77, 1686. 85,

1706. 82, 1745.91, 1753.87, 1842.94, 1874.91, 1877.95, 1925.00, 2033.10, 2086.04, 2321.11, 2342.18, 2351.11, 2430.17,

2437.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

12. Qi | 17136796 Mass: 54515 Score: 42 Expect: 2.9 Queries matched: 8
Vacuol ar H[ +] - ATPase 55kD B subunit CGL7369-PB, isoform B [Drosophila nel anogaster]
observed M (expt) M (calc) ppm Start End Mss Peptide

1293. 60 1292. 60 1292.66 -48.76 381 - 392 1 R LMKSAI GEGVTR. K
1309. 64 1308. 63 1308.65 -15.45 381 - 392 1 R LMKSAI GEGMTR. K + Oxi dation (M

1934. 02 1933. 02 1933. 00 9.24 272 - 288 K. HVLVI LTDMSSYAEALR. E + Oxi dation (M
2724.38 2723. 38 2723.27 39.9 198 - 222 K. SVLDDHTDNFAI VFAAMGVNVETAR. F
No match to: 865.45, 947.51, 1034.56, 1079.53, 1163.59, 1228.65, 1418.78, 1422.71, 1503.73, 1519.75,

1341. 67 1340. 66 1340. 61 35.7 441 - 451 0 K. NFI SQGNYENR. T
1706. 82 1705. 81 1705.90 -50.61 2 - 16 1 M NAQQAQREHVLAVSR. D
1745.91 1744.90 1744. 82 46. 9 438 - 451 1 K. FEKNFI SQGNYENR. T
1753. 87 1752. 87 1752.93 -34.63 9 - 23 1 R. EHVLAVSRDFI SQPR. L
0
0

1530. 77, 1577. 84,

1631. 77, 1649.88, 1686.85, 1787.89, 1842.94, 1874.91, 1877.95, 1925.00, 2031.01, 2033.10, 2086.04, 2321.11, 2342.18,

2351.11, 2430.17, 2437.17, 2468.35, 2617.36, 2865.52, 2918.50, 3159.59, 3338.75

13. Qi | 45550626 Mass: 95197 Score: 41 Expect: 3.5 Queries matched: 9
CG6114- PA [ Drosophila nel anogast er]
bserved M (expt) M (calc) ppm Start End Mss Peptide

1034. 56 1033. 56 1033. 54 14.3 415 - 424 0 R SPTTVTSSVR S

1163. 59 1162. 58 1162.63 -37.64 52 - 61 1 R EKLSESVLMWK. V

1341. 67 1340. 66 1340. 67 -7.24 357 - 368 K. SRSELDAVDPPR. K

1530. 77 1529. 76 1529.74 12.1 741 - 753 R. | CEH QSQVCSKR. F

1925. 00 1923. 99 1924. 00 -4.38 478 - 495 R. TPSHSSQKSI EGDVVVVR. E

2342.18 2341.18 2341.15 12.1 614 - 634 R. KMQVSADEVHLTPESSPELTK. R + Oxi dation (M
2468. 35 2467. 34 2467. 29 21.5 716 - 737 K. QGDI ADMLFALTFTLLSGNI RR. F + Oxi dation (M
2617. 36 2616. 35 2616. 21 52.5 434 - 459 R CNSPMSSAQQQANAI SRPSSPAAGTR. H

3338. 75 3337.74 3337. 52 64.8 156 - 187 K. | ADFGVASLQPAGSMLETSCGSPHYACPEVI R. G

No match to: 865.45, 947.51, 1079.53, 1228.65, 1293.60, 1309.64, 1418.78, 1422.71, 1503.73, 1519.75,

OO R R R RERPR

1577.84, 1631.77,

1649.88, 1686.85, 1706.82, 1745.91, 1753.87, 1787.89, 1842.94, 1874.91, 1877.95, 1934.02, 2031.01, 2033.10, 2086. 04,

2321.11, 2351.11, 2430.17, 2437.17, 2724.38, 2865.52, 2918.50, 3159.59

14. Qi | 125807930 Mass: 89695 Score: 41 Expect: 4.1 Queries matched: 9
GA19661- PA [ Drosophil a pseudoobscural
bserved M (expt) M (calc) ppm Start End Mss Peptide
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1034. 56 1033. 56 1033. 56 -0.46 172 - 179
1079. 53 1078. 52 1078.60 -66.72 788 - 797
1341. 67 1340. 66 1340. 65 8.87 690 - 700
1530. 77 1529.76 1529. 66 67.0 32 - 46
1745.91 1744.90 1744.79 63.9 30 - 46
1787. 89 1786. 88 1786.79 53.6 646 - 660
1842.94 1841. 93 1841. 86 35.9 794 - 809
2617. 36 2616. 35 2616. 34 3.77 193 - 216 VGNRLTHGYVEHVTPPI QSEAANK. T

3159. 59 3158. 58 3158. 43 46. 3 581 - 607 FTTI PG EDVNMYPNCVGVWPEQFQQLR. L

No match to: 865.45, 947.51, 1163.59, 1228.65, 1293.60, 1309.64, 1418.78, 1422.71, 1503.73, 1519.75, 1577.84, 1631.77,
1649. 88, 1686.85, 1706.82, 1753.87, 1874.91, 1877.95, 1925.00, 1934.02, 2031.01, 2033.10, 2086.04, 2321.11, 2342.18,
2351.11, 2430.17, 2437.17, 2468.35, 2724.38, 2865.52, 2918.50, 3338.75

. QLQQYVKK. L

SLI GGRFCVK. Q

CKACDELI FTK. E + Propi onam de (C)
LGHESGAGAPCTECK. D + Propi onam de (C)
SKLGHESGAGAPCTECK. D + Propi onam de (C)
El AWHPGCFKCHTCR. E

FCVKQDLPFCSPTCVR. S

ORrRPRRPRRLRORRO
AAAARADARXIDAXRA

15. Qi | 24585660 Mass: 100234 Score: 40 Expect: 4.8 Queries matched: 10
CG8665- PA [ Drosophi | a nel anogast er]
bserved M (expt) M (calc) ppm Start End Mss Peptide

1079. 53 1078. 52 1078. 50 25.3 464 - 474 0 K. VACASATDVDK. A

1503. 73 1502. 73 1502.76 -22.28 496 - 508 R GQLMLNLADLMER. N

1519.75 1518. 74 1518.75 -9.66 496 - 508 R GQLMLNLADLMER. N + Oxi dation (M

1530. 77 1529. 76 1529.85 -54.00 27 - 40 R SNI Q VGVFTI PDK. G

1649. 88 1648. 87 1648. 80 42.2 714 - 728 K. GENCI AAGRLFVEDR. |

1745.91 1744.90 1744. 90 1.37 496 - 510 R GQLMLNLADLMERNK. E

1787. 89 1786. 88 1786.92 -20.66 494 - 508 R QRGQLMLNLADLMER. N

2342.18 2341.18 2341.10 32.1 680 - 700 K. CSLELGCGKSPLI | FADCDVDK. A + Oxi dation (M; Propionanide (O
2351.11 2350. 11 2350.23 -51.76 509 - 530 R NKEELATI ESVDSGAVYTLALK. T

2617. 36 2616. 35 2616. 35 -0.59 44 - 65 R. EDI LATTATI HNI PVFKFACWR. R + Propi onani de (O

No match to: 865.45, 947.51, 1034.56, 1163.59, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1422.71, 1577.84, 1631.77,
1686. 85, 1706.82, 1753.87, 1842.94, 1874.91, 1877.95, 1925.00, 1934.02, 2031.01, 2033.10, 2086.04, 2321.11, 2430.17,
2437.17, 2468.35, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

P PR RRLRRPLROOO

16. Qi | 125987453 Mass: 136258 Score: 39 Expect: 5.5 Queries matched: 10
GA12952- PA [ Drosophi | a pseudoobscur a]
Qbserved M (expt) M (calc) ppm Start End Mss Peptide

865. 45 864. 44 864. 40 44.0 710 - 717 0
1163. 59 1162. 58 1162.60 -16.02 707 - 717
1530. 77 1529. 76 1529.84 -49.71 881 - 893
1686. 85 1685. 85 1685.95 -60.12 141 - 156
1753. 87 1752. 87 1752. 86 5.37 13 - 27
1787. 89 1786. 88 1786. 83 26.3 512 - 526
1877. 95 1876. 95 1876. 89 31.2 852 - 869
2321.11 2320.11 2320. 02 37.6 520 - 540
2342.18 2341.18 2341. 17 1.95 186 - 206 . HPL DHDEL NGL MARAGQL QAR
2724. 38 2723. 38 2723.43 -20.06 819 - 843 1 . LLGACTQSSEAPLLI | EYARYGSLR. S

No match to: 947.51, 1034.56, 1079.53, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1422.71, 1503.73, 1519.75, 1577. 84,
1631.77, 1649.88, 1706.82, 1745.91, 1842.94, 1874.91, 1925.00, 1934.02, 2031.01, 2033.10, 2086.04, 2351.11, 2430.17,
2437.17, 2468.35, 2617.36, 2865.52, 2918.50, 3159.59, 3338.75

K. @SMIPSSK. Q

R LGKQSMTPSSK. Q

K. GVAYLTELKLVHR. D

R. TFEPVLI GALNSRAAK. Y

K. FNLPI NEESESI FSK. |

R. SQTCAQ KYQSQCTK. F + Propi onanmi de (C)
K. | ECAGVDFSDGVEPVNVK. M

K. YQSQCTKFCGLATNGGPCTWR. G

R

K

PP ORORBRR

17. Qi | 66773024 Mass: 42756 Score: 39 Expect: 5.5 Queries matched: 6
1 P10422p [Drosophila nel anogaster]
hserved M (expt) M (calc) ppm Start End M ss Peptide

1079. 53 1078. 52 1078.55 -26.12 86 - 94 0 R. | SI SHTEHR. |

1530. 77 1529. 76 1529.72 27.3 171 - 184 R. EEATPI LI SDDGDR. E

1686. 85 1685. 85 1685. 82 13.7 170 - 184 R. REEATPI LI SDDGDR. E

2033. 10 2032. 09 2032.04 26.9 185 - 201 R EVFSVEGONLTLWQVQR. S

2437.17 2436. 16 2436. 18 -5.42 147 - 169 R. STGQNVTLTCSATGVPMPTI TWR. R + Oxi dation (M
2617. 36 2616. 35 2616. 33 7.66 356 - 376 K. SCSFQPLW MFLCFVNKVSLL. - + 2 Propi onanide (Q)

No match to: 865.45, 947.51, 1034.56, 1163.59, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1422.71, 1503.73, 1519.75,
1577.84, 1631.77, 1649.88, 1706.82, 1745.91, 1753.87, 1787.89, 1842.94, 1874.91, 1877.95, 1925.00, 1934.02, 2031.01,
2086. 04, 2321.11, 2342.18, 2351.11, 2430.17, 2468.35, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

R O OPFr o

18. il24 71 Mass: 93167 Score: 39 Expect: 5.9 Queries matched: 10
cap binding protein 80 CGr035-PA, isoform A [Drosophila nel anogaster]
bserved M (expt) M (calc) ppm Start End Mss Peptide

947.51 946. 50 946. 49 10.0 74 - 81 0
1034. 56 1033. 56 1033.59 -35.64 202 - 209
1079. 53 1078. 52 1078. 48 40. 6 121 - 128
1503. 73 1502. 73 1502.74 -9.87 705 - 717
1519.75 1518. 74 1518.73 2.62 705 - 717
1686. 85 1685. 85 1685. 79 34.3 100 - 113
1745.91 1744.90 1744. 88 11.9 370 - 384
2086. 04 2085. 03 2085. 00 12.4 462 - 478 . LSYHQRI TEMWPTTYAK. L + Oxi dation (M
2351.11 2350. 11 2350. 00 45.0 294 - 314 . MFDYTDCPDGPNLPGAHSI ER. F + Oxidation (M
2437. 17 2436. 16 2436.28 -45.78 490 - 512 0 K. YANEEAANLPGTTVAHQLWAI R. Q

No match to: 865.45, 1163.59, 1228.65, 1293.60, 1309.64, 1341.67, 1418.78, 1422.71, 1530.77, 1577.84, 1631.77, 1649. 88,
1706. 82, 1753.87, 1787.89, 1842.94, 1874.91, 1877.95, 1925.00, 1934.02, 2031.01, 2033.10, 2321.11, 2342.18, 2430.17,
2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

R. | LSDCAVR. M + Propi onami de (C)

R | EVYLNKR. S

K. MCRWDAAR. Y + Propi onani de (C)

R. MEEKLEAANVNCK. R

R MEEKLEAANVNQK. R + Oxi dation (M
K. NYKFGGEFVDHWK. T + Oxi dation (M
R YLDI CYGSI LI ELCK. L

R
R

ORr ORRRERPRPR
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19. Qi | 19920610 Mass: 39966 Score: 39 Expect: 6.5 Queries matched: 6
CG&3165- PA [ Drosophi |l a nel anogast er]
bserved M (expt) M (calc) ppm Start End Mss Peptide

947.51 946. 50 946. 50 1.75 256 - 262 1 K. RKPDEFR. S
1034. 56 1033. 56 1033. 53 23.9 257 - 264 R KPDEFRSR. R
1341. 67 1340. 66 1340. 59 49.9 166 - 176 R AFMEI DDTQXK. E + Oxidation (M
1753. 87 1752. 87 1752.79 42.8 59 - 73 K. EQDQDEQQELPAAPR. V
1877.95 1876. 95 1876.98 -17.01 106 - 122 R ESQLDTDAAQLI VSFLK. H
2437. 17 2436. 16 2436.28 -48.82 74 - 94 1 R VLHKLNVLFQPSMWVDPEAER. | + Oxidation (M

No match to: 865.45, 1079.53, 1163.59, 1228.65, 1293.60, 1309.64, 1418.78, 1422.71, 1503.73, 1519.75, 1530.77, 1577.84,
1631.77, 1649.88, 1686.85, 1706.82, 1745.91, 1787.89, 1842.94, 1874.91, 1925.00, 1934.02, 2031.01, 2033.10, 2086. 04,
2321.11, 2342.18, 2351.11, 2430.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

o O O F

20. Q@i 19921938 Mass: 23839 Score: 39 Expect: 6.6 Queries matched: 5
CGL648- PA, isoform A [Drosophila mel anogaster]
hserved M (expt) M (calc) ppm Start End M ss Peptide

1034.56  1033.56 1033.50  49.5 176 - 184 0 K QTSQTVDQK. L
1341.67 1340.66  1340.67 -10.25 11 - 22 1 K NFGDKTANLFSK. K

1631.77 1630.76  1630.80 -26.98 1- 15 - MFSSI SASLKNFGDK. T

1925.00 1923.99  1923.99 2.86 82 - 101 K. AGQAI DQGVNRAAGAVNQGK. Q

2351.11 2350.11 2350.14 -14.89 176 - 195 K. QTSQTVDQKL QEANQYVDQK. R

No match to: 865.45, 947.51, 1079.53, 1163.59, 1228.65, 1293.60, 1309.64, 1418.78, 1422.71, 1503.73, 1519.75, 1530.77,

1577. 84, 1649.88, 1686.85, 1706.82, 1745.91, 1753.87, 1787.89, 1842.94, 1874.91, 1877.95, 1934.02, 2031.01, 2033. 10,
2086. 04, 2321.11, 2342.18, 2430.17, 2437.17, 2468.35, 2617.36, 2724.38, 2865.52, 2918.50, 3159.59, 3338.75

(SN SN

Search Parameters

Type of search . Peptide Mass Fingerprint
Enzyme : Trypsin

Vari able nodifications : Oxidation (M, Propionanide (C
Mass val ues : Monoi sot opi ¢

Protein Mass : Unrestricted

Peptide Mass Tol erance : + 70 ppm

Pepti de Charge State D1+

Max M ssed O eavages 1

Nunber of queries 1 42

|| Mascot: http:/www.matrixscience.com/ ||
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	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62)_(63)_(64)_(65)_(66)_(67): 2704.078385 from(2705.085661,1+)  query(68)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62)_(63)_(64)_(65)_(66)_(67)_(68): 2787.243909 from(2788.251185,1+)  query(69)
	input0: 
	input2: 
	input4: 


	Rlc2t0b3AvcmUoNCkvMDAzLmh0bQA=: 
	Re-format: 
	input0: 
	REPTYPE: [protein]
	_sigthreshold: 0.05
	REPORT: 20

	Results: 
	OV_Title: -Query-
	OV_Accession: -Accession-
	OV_Sequence: -Sequence-
	QUE: 806.451684 from(807.458960,1+)  query(1)
	QUE_(1): 828.404475 from(829.411751,1+)  query(2)
	QUE_(1)_(2): 841.502124 from(842.509400,1+)  query(3)
	QUE_(1)_(2)_(3): 912.448961 from(913.456237,1+)  query(4)
	QUE_(1)_(2)_(3)_(4): 966.482525 from(967.489801,1+)  query(5)
	QUE_(1)_(2)_(3)_(4)_(5): 972.533317 from(973.540593,1+)  query(6)
	QUE_(1)_(2)_(3)_(4)_(5)_(6): 994.562910 from(995.570186,1+)  query(7)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7): 1004.581554 from(1005.588830,1+)  query(8)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8): 1035.560784 from(1036.568060,1+)  query(9)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9): 1065.537807 from(1066.545083,1+)  query(10)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10): 1069.607275 from(1070.614551,1+)  query(11)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11): 1088.600784 from(1089.608060,1+)  query(12)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12): 1105.647108 from(1106.654384,1+)  query(13)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13): 1108.518562 from(1109.525838,1+)  query(14)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14): 1132.671523 from(1133.678799,1+)  query(15)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15): 1178.619627 from(1179.626903,1+)  query(16)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16): 1233.658022 from(1234.665298,1+)  query(17)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17): 1251.637424 from(1252.644700,1+)  query(18)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18): 1264.651474 from(1265.658750,1+)  query(19)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19): 1266.689194 from(1267.696470,1+)  query(20)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20): 1276.695218 from(1277.702494,1+)  query(21)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21): 1306.674644 from(1307.681920,1+)  query(22)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22): 1307.660617 from(1308.667893,1+)  query(23)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23): 1318.705757 from(1319.713033,1+)  query(24)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24): 1319.631612 from(1320.638888,1+)  query(25)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25): 1322.698650 from(1323.705926,1+)  query(26)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26): 1364.650838 from(1365.658114,1+)  query(27)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27): 1373.628229 from(1374.635505,1+)  query(28)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28): 1380.655606 from(1381.662882,1+)  query(29)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29): 1382.680211 from(1383.687487,1+)  query(30)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30): 1396.687485 from(1397.694761,1+)  query(31)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31): 1423.698575 from(1424.705851,1+)  query(32)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32): 1433.757285 from(1434.764561,1+)  query(33)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33): 1474.751641 from(1475.758917,1+)  query(34)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34): 1492.735266 from(1493.742542,1+)  query(35)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35): 1514.719274 from(1515.726550,1+)  query(36)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36): 1518.696713 from(1519.703989,1+)  query(37)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37): 1521.649543 from(1522.656819,1+)  query(38)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38): 1535.732089 from(1536.739365,1+)  query(39)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39): 1589.730198 from(1590.737474,1+)  query(40)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40): 1603.787782 from(1604.795058,1+)  query(41)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41): 1610.882272 from(1611.889548,1+)  query(42)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42): 1619.803534 from(1620.810810,1+)  query(43)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43): 1640.823378 from(1641.830654,1+)  query(44)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44): 1655.888208 from(1656.895484,1+)  query(45)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45): 1686.807965 from(1687.815241,1+)  query(46)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46): 1702.834313 from(1703.841589,1+)  query(47)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47): 1706.737019 from(1707.744295,1+)  query(48)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48): 1715.799042 from(1716.806318,1+)  query(49)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49): 1753.911489 from(1754.918765,1+)  query(50)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50): 1758.863884 from(1759.871160,1+)  query(51)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51): 1790.825693 from(1791.832969,1+)  query(52)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52): 1795.955084 from(1796.962360,1+)  query(53)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53): 1837.858514 from(1838.865790,1+)  query(54)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54): 1885.894476 from(1886.901752,1+)  query(55)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55): 1949.890196 from(1950.897472,1+)  query(56)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56): 1954.843944 from(1955.851220,1+)  query(57)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57): 2197.883500 from(2198.890776,1+)  query(58)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58): 2213.873642 from(2214.880918,1+)  query(59)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59): 2251.957960 from(2252.965236,1+)  query(60)
	input0: 
	input2: 
	input4: 


	Rlc2t0b3AvcmUoNCkvMDA0Lmh0bQA=: 
	Re-format: 
	input0: 
	REPTYPE: [protein]
	_sigthreshold: 0.05
	REPORT: 20

	Results: 
	OV_Title: -Query-
	OV_Accession: -Accession-
	OV_Sequence: -Sequence-
	QUE: 841.502124 from(842.509400,1+)  query(1)
	QUE_(1): 912.420998 from(913.428274,1+)  query(2)
	QUE_(1)_(2): 972.513532 from(973.520808,1+)  query(3)
	QUE_(1)_(2)_(3): 1081.547504 from(1082.554780,1+)  query(4)
	QUE_(1)_(2)_(3)_(4): 1097.548068 from(1098.555344,1+)  query(5)
	QUE_(1)_(2)_(3)_(4)_(5): 1140.602510 from(1141.609786,1+)  query(6)
	QUE_(1)_(2)_(3)_(4)_(5)_(6): 1161.605082 from(1162.612358,1+)  query(7)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7): 1172.571587 from(1173.578863,1+)  query(8)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8): 1178.581295 from(1179.588571,1+)  query(9)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9): 1332.661383 from(1333.668659,1+)  query(10)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10): 1394.740622 from(1395.747898,1+)  query(11)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11): 1460.760229 from(1461.767505,1+)  query(12)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12): 1474.745810 from(1475.753086,1+)  query(13)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13): 1493.703282 from(1494.710558,1+)  query(14)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14): 1566.729051 from(1567.736327,1+)  query(15)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15): 1585.891047 from(1586.898323,1+)  query(16)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16): 1633.851407 from(1634.858683,1+)  query(17)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17): 1639.899436 from(1640.906712,1+)  query(18)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18): 1649.813296 from(1650.820572,1+)  query(19)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19): 1674.814452 from(1675.821728,1+)  query(20)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20): 1794.779741 from(1795.787017,1+)  query(21)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21): 2210.096724 from(2211.104000,1+)  query(22)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22): 2224.101283 from(2225.108559,1+)  query(23)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23): 2304.117513 from(2305.124789,1+)  query(24)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24): 2432.204223 from(2433.211499,1+)  query(25)
	input0: 
	input2: 
	input4: 


	Rlc2t0b3AvcmUoNCkvMDA1Lmh0bQA=: 
	Re-format: 
	input0: 
	REPTYPE: [protein]
	_sigthreshold: 0.05
	REPORT: 20

	Results: 
	OV_Title: -Query-
	OV_Accession: -Accession-
	OV_Sequence: -Sequence-
	QUE: 1014.527487 from(1015.534763,1+)  query(1)
	QUE_(1): 1170.538430 from(1171.545706,1+)  query(2)
	QUE_(1)_(2): 1200.574193 from(1201.581469,1+)  query(3)
	QUE_(1)_(2)_(3): 1319.707456 from(1320.714732,1+)  query(4)
	QUE_(1)_(2)_(3)_(4): 1350.741459 from(1351.748735,1+)  query(5)
	QUE_(1)_(2)_(3)_(4)_(5): 1398.727259 from(1399.734535,1+)  query(6)
	QUE_(1)_(2)_(3)_(4)_(5)_(6): 1517.708346 from(1518.715622,1+)  query(7)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7): 1552.839504 from(1553.846780,1+)  query(8)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8): 1568.841517 from(1569.848793,1+)  query(9)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9): 1585.786293 from(1586.793569,1+)  query(10)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10): 1702.935026 from(1703.942302,1+)  query(11)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11): 1713.881447 from(1714.888723,1+)  query(12)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12): 1806.037213 from(1807.044489,1+)  query(13)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13): 1829.956554 from(1830.963830,1+)  query(14)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14): 1935.902490 from(1936.909766,1+)  query(15)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15): 1951.903889 from(1952.911165,1+)  query(16)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16): 2022.066948 from(2023.074224,1+)  query(17)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17): 2101.112682 from(2102.119958,1+)  query(18)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18): 2123.970404 from(2124.977680,1+)  query(19)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19): 2136.161732 from(2137.169008,1+)  query(20)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20): 2283.220061 from(2284.227337,1+)  query(21)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21): 2338.287235 from(2339.294511,1+)  query(22)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22): 2498.234506 from(2499.241782,1+)  query(23)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23): 2584.268649 from(2585.275925,1+)  query(24)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24): 2721.439309 from(2722.446585,1+)  query(25)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25): 2807.369681 from(2808.376957,1+)  query(26)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26): 3361.738301 from(3362.745577,1+)  query(27)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27): 3569.510345 from(3570.517621,1+)  query(28)
	input0: 
	input2: 
	input4: 


	Rlc2t0b3AvcmUoNCkvMDA2Lmh0bQA=: 
	Re-format: 
	input0: 
	REPTYPE: [protein]
	_sigthreshold: 0.05
	REPORT: 20

	Results: 
	OV_Title: -Query-
	OV_Accession: -Accession-
	OV_Sequence: -Sequence-
	QUE: 828.450188 from(829.457464,1+)  query(1)
	QUE_(1): 834.449253 from(835.456529,1+)  query(2)
	QUE_(1)_(2): 846.450930 from(847.458206,1+)  query(3)
	QUE_(1)_(2)_(3): 900.497611 from(901.504887,1+)  query(4)
	QUE_(1)_(2)_(3)_(4): 935.506881 from(936.514157,1+)  query(5)
	QUE_(1)_(2)_(3)_(4)_(5): 941.553853 from(942.561129,1+)  query(6)
	QUE_(1)_(2)_(3)_(4)_(5)_(6): 943.537844 from(944.545120,1+)  query(7)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7): 953.550597 from(954.557873,1+)  query(8)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8): 960.504415 from(961.511691,1+)  query(9)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9): 1019.520747 from(1020.528023,1+)  query(10)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10): 1056.614260 from(1057.621536,1+)  query(11)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11): 1057.574546 from(1058.581822,1+)  query(12)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12): 1073.607974 from(1074.615250,1+)  query(13)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13): 1089.590945 from(1090.598221,1+)  query(14)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14): 1110.588132 from(1111.595408,1+)  query(15)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15): 1119.630082 from(1120.637358,1+)  query(16)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16): 1136.609689 from(1137.616965,1+)  query(17)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17): 1142.589367 from(1143.596643,1+)  query(18)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18): 1201.633359 from(1202.640635,1+)  query(19)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19): 1294.751860 from(1295.759136,1+)  query(20)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20): 1317.802080 from(1318.809356,1+)  query(21)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21): 1328.649698 from(1329.656974,1+)  query(22)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22): 1367.751911 from(1368.759187,1+)  query(23)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23): 1391.731061 from(1392.738337,1+)  query(24)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24): 1398.761820 from(1399.769096,1+)  query(25)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25): 1409.797995 from(1410.805271,1+)  query(26)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26): 1419.820352 from(1420.827628,1+)  query(27)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27): 1432.768103 from(1433.775379,1+)  query(28)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28): 1458.767250 from(1459.774526,1+)  query(29)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29): 1510.842580 from(1511.849856,1+)  query(30)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30): 1589.898919 from(1590.906195,1+)  query(31)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31): 1669.999661 from(1671.006937,1+)  query(32)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32): 1685.996428 from(1687.003704,1+)  query(33)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33): 1712.031650 from(1713.038926,1+)  query(34)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34): 1718.986540 from(1719.993816,1+)  query(35)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35): 1734.989994 from(1735.997270,1+)  query(36)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36): 1743.940997 from(1744.948273,1+)  query(37)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37): 1745.991757 from(1746.999033,1+)  query(38)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38): 1761.027447 from(1762.034723,1+)  query(39)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39): 1839.004864 from(1840.012140,1+)  query(40)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40): 1886.088495 from(1887.095771,1+)  query(41)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41): 1902.070532 from(1903.077808,1+)  query(42)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42): 1924.006677 from(1925.013953,1+)  query(43)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43): 2162.169916 from(2163.177192,1+)  query(44)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44): 2192.127485 from(2193.134761,1+)  query(45)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45): 2229.315142 from(2230.322418,1+)  query(46)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46): 2240.322073 from(2241.329349,1+)  query(47)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47): 2272.281790 from(2273.289066,1+)  query(48)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48): 2283.291145 from(2284.298421,1+)  query(49)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49): 2297.298377 from(2298.305653,1+)  query(50)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50): 2468.330127 from(2469.337403,1+)  query(51)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51): 2484.327677 from(2485.334953,1+)  query(52)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52): 2549.361246 from(2550.368522,1+)  query(53)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53): 2779.081556 from(2780.088832,1+)  query(54)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54): 2779.558510 from(2780.565786,1+)  query(55)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55): 2808.459754 from(2809.467030,1+)  query(56)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56): 3210.653690 from(3211.660966,1+)  query(57)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57): 3337.932793 from(3338.940069,1+)  query(58)
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	Results: 
	OV_Title: -Query-
	OV_Accession: -Accession-
	OV_Sequence: -Sequence-
	QUE: 1037.684121 from(1038.691397,1+)  query(1)
	QUE_(1): 1061.651204 from(1062.658480,1+)  query(2)
	QUE_(1)_(2): 1089.643407 from(1090.650683,1+)  query(3)
	QUE_(1)_(2)_(3): 1162.678084 from(1163.685360,1+)  query(4)
	QUE_(1)_(2)_(3)_(4): 1190.684581 from(1191.691857,1+)  query(5)
	QUE_(1)_(2)_(3)_(4)_(5): 1195.642496 from(1196.649772,1+)  query(6)
	QUE_(1)_(2)_(3)_(4)_(5)_(6): 1201.655888 from(1202.663164,1+)  query(7)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7): 1234.733267 from(1235.740543,1+)  query(8)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8): 1272.722595 from(1273.729871,1+)  query(9)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9): 1291.782142 from(1292.789418,1+)  query(10)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10): 1301.709998 from(1302.717274,1+)  query(11)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11): 1305.788451 from(1306.795727,1+)  query(12)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12): 1308.729362 from(1309.736638,1+)  query(13)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13): 1362.702719 from(1363.709995,1+)  query(14)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14): 1369.765667 from(1370.772943,1+)  query(15)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15): 1371.791146 from(1372.798422,1+)  query(16)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16): 1391.812343 from(1392.819619,1+)  query(17)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17): 1415.772813 from(1416.780089,1+)  query(18)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18): 1421.780513 from(1422.787789,1+)  query(19)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19): 1423.731998 from(1424.739274,1+)  query(20)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20): 1433.793602 from(1434.800878,1+)  query(21)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21): 1435.747558 from(1436.754834,1+)  query(22)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22): 1438.774715 from(1439.781991,1+)  query(23)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23): 1465.812403 from(1466.819679,1+)  query(24)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24): 1481.811043 from(1482.818319,1+)  query(25)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25): 1492.782554 from(1493.789830,1+)  query(26)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26): 1519.828835 from(1520.836111,1+)  query(27)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27): 1529.840674 from(1530.847950,1+)  query(28)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28): 1531.847905 from(1532.855181,1+)  query(29)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29): 1551.844318 from(1552.851594,1+)  query(30)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30): 1563.824949 from(1564.832225,1+)  query(31)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31): 1571.959125 from(1572.966401,1+)  query(32)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32): 1576.845547 from(1577.852823,1+)  query(33)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33): 1578.807254 from(1579.814530,1+)  query(34)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34): 1589.844676 from(1590.851952,1+)  query(35)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35): 1599.888691 from(1600.895967,1+)  query(36)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36): 1610.827048 from(1611.834324,1+)  query(37)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37): 1630.818954 from(1631.826230,1+)  query(38)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38): 1634.864062 from(1635.871338,1+)  query(39)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39): 1648.842778 from(1649.850054,1+)  query(40)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40): 1654.886916 from(1655.894192,1+)  query(41)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41): 1657.855996 from(1658.863272,1+)  query(42)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42): 1686.900017 from(1687.907293,1+)  query(43)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43): 1705.818902 from(1706.826178,1+)  query(44)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44): 1738.887489 from(1739.894765,1+)  query(45)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45): 1749.903798 from(1750.911074,1+)  query(46)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46): 1769.891520 from(1770.898796,1+)  query(47)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47): 1774.887654 from(1775.894930,1+)  query(48)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48): 1781.888150 from(1782.895426,1+)  query(49)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49): 1812.995084 from(1814.002360,1+)  query(50)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50): 1841.977221 from(1842.984497,1+)  query(51)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51): 1877.928503 from(1878.935779,1+)  query(52)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52): 1947.959665 from(1948.966941,1+)  query(53)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53): 1977.961192 from(1978.968468,1+)  query(54)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54): 1987.039449 from(1988.046725,1+)  query(55)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55): 2069.001731 from(2070.009007,1+)  query(56)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56): 2074.051267 from(2075.058543,1+)  query(57)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57): 2083.083262 from(2084.090538,1+)  query(58)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58): 2085.039522 from(2086.046798,1+)  query(59)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59): 2089.037701 from(2090.044977,1+)  query(60)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60): 2100.078470 from(2101.085746,1+)  query(61)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61): 2250.091205 from(2251.098481,1+)  query(62)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62): 2297.146492 from(2298.153768,1+)  query(63)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62)_(63): 2350.102292 from(2351.109568,1+)  query(64)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62)_(63)_(64): 2723.367816 from(2724.375092,1+)  query(65)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62)_(63)_(64)_(65): 2779.426141 from(2780.433417,1+)  query(66)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41)_(42)_(43)_(44)_(45)_(46)_(47)_(48)_(49)_(50)_(51)_(52)_(53)_(54)_(55)_(56)_(57)_(58)_(59)_(60)_(61)_(62)_(63)_(64)_(65)_(66): 2779.912490 from(2780.919766,1+)  query(67)
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	Results: 
	OV_Title: -Query-
	OV_Accession: -Accession-
	OV_Sequence: -Sequence-
	QUE: 864.439112 from(865.446388,1+)  query(1)
	QUE_(1): 946.500097 from(947.507373,1+)  query(2)
	QUE_(1)_(2): 1033.555161 from(1034.562437,1+)  query(3)
	QUE_(1)_(2)_(3): 1078.523771 from(1079.531047,1+)  query(4)
	QUE_(1)_(2)_(3)_(4): 1162.582964 from(1163.590240,1+)  query(5)
	QUE_(1)_(2)_(3)_(4)_(5): 1227.641145 from(1228.648421,1+)  query(6)
	QUE_(1)_(2)_(3)_(4)_(5)_(6): 1292.595022 from(1293.602298,1+)  query(7)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7): 1308.632747 from(1309.640023,1+)  query(8)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8): 1340.658714 from(1341.665990,1+)  query(9)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9): 1417.768837 from(1418.776113,1+)  query(10)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10): 1421.701028 from(1422.708304,1+)  query(11)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11): 1502.725005 from(1503.732281,1+)  query(12)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12): 1518.738736 from(1519.746012,1+)  query(13)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13): 1529.762746 from(1530.770022,1+)  query(14)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14): 1576.827975 from(1577.835251,1+)  query(15)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15): 1630.758479 from(1631.765755,1+)  query(16)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16): 1648.868643 from(1649.875919,1+)  query(17)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17): 1685.845069 from(1686.852345,1+)  query(18)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18): 1705.810859 from(1706.818135,1+)  query(19)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19): 1744.898756 from(1745.906032,1+)  query(20)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20): 1752.866412 from(1753.873688,1+)  query(21)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21): 1786.881241 from(1787.888517,1+)  query(22)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22): 1841.928763 from(1842.936039,1+)  query(23)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23): 1873.907284 from(1874.914560,1+)  query(24)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24): 1876.946275 from(1877.953551,1+)  query(25)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25): 1923.992984 from(1925.000260,1+)  query(26)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26): 1933.015731 from(1934.023007,1+)  query(27)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27): 2030.003067 from(2031.010343,1+)  query(28)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28): 2032.092382 from(2033.099658,1+)  query(29)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29): 2085.028243 from(2086.035519,1+)  query(30)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30): 2320.105936 from(2321.113212,1+)  query(31)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31): 2341.175468 from(2342.182744,1+)  query(32)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32): 2350.105080 from(2351.112356,1+)  query(33)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33): 2429.158302 from(2430.165578,1+)  query(34)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34): 2436.164565 from(2437.171841,1+)  query(35)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35): 2467.342251 from(2468.349527,1+)  query(36)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36): 2616.350712 from(2617.357988,1+)  query(37)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37): 2723.376951 from(2724.384227,1+)  query(38)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38): 2864.512131 from(2865.519407,1+)  query(39)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39): 2917.496173 from(2918.503449,1+)  query(40)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40): 3158.579687 from(3159.586963,1+)  query(41)
	QUE_(1)_(2)_(3)_(4)_(5)_(6)_(7)_(8)_(9)_(10)_(11)_(12)_(13)_(14)_(15)_(16)_(17)_(18)_(19)_(20)_(21)_(22)_(23)_(24)_(25)_(26)_(27)_(28)_(29)_(30)_(31)_(32)_(33)_(34)_(35)_(36)_(37)_(38)_(39)_(40)_(41): 3337.740379 from(3338.747655,1+)  query(42)
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