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Additional Tables 

 

Table S1. Sequence alignment of the YYY motif in important members of human 

NSS family. Alignment 1 indicates the sequence alignment from residue #467 to #473 

of hDAT. Alignment 2 refers to the sequence alignment from residue #545 to #554 of 

hDAT. Conserved residues Y470, Y548, and Y551 in the alignment are colored in 

red, green, and blue, respectively.  

Alignment 1 Alignment 2 Protein Name 

GGIYVFT PPHYG-AYIFP DAT(Sodium-dependent dopamine transporter) 

GGIYVLT PLTYD-DYIFP NET(Sodium-dependent noradrenaline transporter) 

GGAYVVK QLRLF-QYNYP SERT(Sodium-dependent serotonin transporter) 

AGIYWLL PITYN-HYQYP GlyT1(Sodium- and chloride-dependent glycine transporter 1) 

GGIYMFQ PMTYG-SYRYP GlyT2(Sodium- and chloride-dependent glycine transporter 2) 

GGIYVFK PLTMG-NYVFP GABA1(Sodium- and chloride-dependent GABA transporter 1) 

GGMYVFQ PLTYNKKYTYP GABA2(Sodium- and chloride-dependent GABA transporter 2) 

GGMYIFQ PLKYNNIYTYP GABA3(Sodium- and chloride-dependent GABA transporter 3) 

GGMYWLV PSEYG-SYRFP PutP(Sodium-dependent proline transporter) 

GGMYVFQ PLVYNNTYVYP CRT1(Sodium- and chloride-dependent creatine transporter 1) 

GGMYVFQ PLTYNKTYVYP TauT(Sodium- and chloride-dependent taurine transporter) 

GGMYIFQ PLKYNNVYVYP BetP(Sodium- and chloride-dependent betaine transporter) 

 

Table S2. Sequence alignment of the YYY motif in dopamine transporter from 

different representative species. Alignment 1 indicates the sequence alignment from 

residue #467 to #473 of hDAT. Alignment 2 refers the sequence alignment from 

residue #545 to #554 of hDAT. Conserved residues Y470, Y548, and Y551 in the 

alignment are colored in red, green, and blue, respectively.  

Alignment 1 Alignment 2 Species 

GGIYVFT PPHYGAYIFP Homo sapiens (Human) 

GGIYVFT PPHYGAYIFP Macaca fascicularis (Crab-eating macaque) 

GGIYVFT PPHYGAYIFP Rattus norvegicus (Rat) 

GGIYVFT PPHYGAYVFP Bos taurus (Bovine) 

GGIYVFT PPHYGAYIFP Canis familiaris (Dog) 

GGIYVFT PPHYGDYVFP Myotis lucifugus (Little brown bat) 

GGIYVFT SPKYGNYTFP Xenopus tropicalis (Western clawed frog) 

GGIYVFS PPNYGSYIFP Latimeria chalumnae (West Indian ocean coelacanth) 

GGFYFFH PLTYADYVYP Drosophila melanogaster (Fruit fly) 

GGFYFFQ PLQYENYIYP Bombyx mori (Silk moth) 

GGFYFFH PLTYEDYVYP Apis mellifera (Honeybee) 

GGFYFFH PLSYEGYVYP Lasius niger (Black garden ant) 

GGILIME ALTYQDYTYP Caenorhabditis elegans 

 

 

 


