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Maximum LOD Score

QTL Linkage Analysis of CCP

Chromosome 9

Map position (cM)
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Maximum LOD Score

QTL Linkage Analysis of CCP
Chromosome 11

Map position (cM)
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Chromosome 13
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QTL Linkage Analysis of CCP
Chromosome 15
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QTL Linkage Analysis of CCP
Chromosome 16
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QTL Linkage Analysis of CCP
Chromosome 19
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QTL Linkage Analysis of CCP
Chromosome 20
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QTL Linkage Analysis of CCP
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QTL Linkage Analysis of CCP
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