Supplemental Data

A Position 21% 0, 3% 0, B
Position Symbol 3% 0,/21% Oz | Position Symbol 3% 03/21% O,
9:2 2 ADAM10 5.3 67 MAP2ZK7 24
3 ADAM17 47 68 MAPKAPK3 29
17-24 4 AES 26 73 MYCL1 2.3
25-32 = 6 AXIN1 3.2 74 NCOR2 2.5
33-40 10 CD44 3.1 77 NFKB1 28
41-48 11 CcDC16 1.0 79 NOTCH1 19
g 13 CDKN1B 21 =P 80 NOTCH2 15
e 22 EP300 10.5 84 NR4A2 4.9
25 Fos 31 88 PCAF 41
65-72 26 FOSL1 3.0 89 PDPK1 3.5
73-80 - 27 FZD1 3.5 =P 92 PSEN1 3.8
81-88 =P 29 FZD2 2.4 94  PSENEN 21
30.96 44 HES6 48.6 97 RBPSUH 2.3
G708 52 IL2RA 23 98 RFNG 25
=P 54 JAGT 2.8 99 RUNX1 25
105112 57 KRT10 24 106 SPEN 7.2
58 KRT14 23 =107 STAT6 2.3
61 LMO2 47 109  SUPTEH 2.8
=P 66 MAP1B 4.7

SUPPLEMENTARY FIG. S1. (A) Microarray analysis of marrow-isolated adult multilineage inducible cells at 3% and
21% O,. Left panel shows hybridization with the RNA sample from cells grown in 21% O,. Right panel shows hybridization
with the RNA sample from cells grown in 3% O,. The bottom-most row of each panel consists of housekeeping genes and
the row directly above it is the negative controls. (B) Table displays intensity of hybridization as 3% 0,/21% O,. Genes
highlighted with an arrow were confirmed to be upregulated at 3% O, after RT-qPCR.





