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Supplementary Figure 2
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Supplementary Figure 3
KM plots
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Supplementary Figure 4
Independent dataset
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n = 177, p = 0.0205
 HR1=1.67 (95%CI,0.843−3.31)
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 HR3=1.06 (95%CI,0.479−2.33)
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n = 177, p = 0.000465
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Supplementary Figure 5
Single gene analysis
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Supplementary Figure 6
Patient stratification using original 

pathway annotations 
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Supplementary Figure 7
Patient stratification exclusively using non-

synonymous mutation 
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