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Class

P values

Regionalization/
Pattern specification

5.2E-108 to 9.7E-9

Positive regulation of
transcription

1.9E-53to 1.2E-8

3.9E-49 to 1E-8

Cell signaling

Behavior 2.1E-34 to 8.5E-9
Developmental 5.0E-97
processes

Class P values
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