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NSC-127716 (Decitabine)

Gene DM pValue
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o TSHZ1 0.931111111 4.76E-05
cI:. KIAAO0355 0.774117647 5.86E-05
— ZNF341 0.918148148 6.28E-05
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5 PGR 0.912592593 7.07E-05
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ALPK3 0.801057692 7.83E-05
NEK8 0.975272727 9.47E-05
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NSC-24559 (Mitramycin)
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NSC-36405 (Chelerythrine)
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NSC-609699 (Topotecan HCI)
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NSC-639966 (Perifosine)
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NSC-697979 (Denileukin diftitox)
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NSC-698037 (Pemetrexed)
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NSC-698215 (XK-469R)
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NSC-713563 (Exemestane)
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NSC-719276 (Fulvestrant)
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NSC-733504 (Everolimus)
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NSC-743414 (Imatinib)
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~logo(p - value)

NSC-750690 (Sunitinib)
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Gene
GPR114
COL6A2
UMODL1
B4GALNT3
TCP11
PIK3C2A
NCDN
SUPT5H
IQGAP3
TROAP
SF3B1
CENPE
POUA4F3
TBC1D1
TSC2
CHD4
CLSPN
CELSR1
URB2
HIVEP2
DNAAF1
NPR2
FSD1
ZBTB39
CALCR
DDX58
PLD2
PRICKLE2
SEC23B
SIK2
USP49
ZMYM1
CACNA1D
COL4A3
CNOT1
EPS8
CUBN
ZNF804B
SBNO1
COL2A1
NELL2
SEC24D
DCLRE1A
SPP1
CCDC80
FHOD3
PRKG1
COL5A2
ASTN1

DM
1.07214815
1.05903704
1.05903704
1.0502963
1.161
1.04155556
1.03718519
1.03718519
1.035
0.94320755
1.0197037
0.91908805
0.91352201
0.97818519
0.88569182
0.82195055
0.95414815
0.87827044
0.94977778
0.81546703
0.86713836
0.94103704
1.03227273
1.03227273
1.02690909
1.02690909
1.02690909
1.02690909
1.02690909
1.02690909
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1.01081818
0.78304945
0.78142857
0.83559748
0.90388889
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0.73002451
0.89733333
0.89733333
0.89733333
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0.88640741
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0.87985185

pValue
7.98E-07
1.17E-06
1.17E-06
1.50E-06
1.60E-06
1.92E-06
2.17E-06
2.17E-06
2.30E-06
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NSC-754345 (JNJ-28312141)
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NSC-755775 (Foretinib)
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NSC-756645 (Crizotinib (PF-02341066))
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NSC-758488 (CYT-997)
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~logqo(p - value)

NSC-758591 (SGX-523)
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NSC-760442 (FK-866)
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NSC-760444 (R-115777 (tipifarnib))

Gene DM pValue
10.0 - BAHD1 1.1773255 2.51E-11
OR4C3 0.96561312 4.26E-07
NLRP7 0.82602892 2.33E-06
TLL1 0.74788986 3.87E-06
KCNH2 0.74052991 5.06E-06
Cl4orfl77 0.73262168 6.70E-06
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NSC-761068 (XL-184 (Cabozantinib))
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