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miRNA D1-5p miRNA D1-3p

AX2

700
600
500
400
300
200
100

agnA-

800
700
600
500

300
200
100

rbdB-

n

800
700
600
500
400
300
200
100
0

6.360 1.706.370 1.706.330 1.706.390 1.706.400 1.706.410 1.706.420 1.706.430 1.706.440 1.706.450 1.706.460

TTATAGAAATCTCTITCTCTAATTTCATTTATTAAATTGTAAATCACCCAT T T TAATAATGTGTGAGT TATATTTAARAATGAAATTAGAGAANGGGATTT T L
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miRNA D2-5p miRNA D2-3p
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4.371. 820 4.371. 340 4.371. 860 4.871.880 4.871.900 4.871.920 4.871.940 4.871. 960 4.871.980 4.872.000 4.872.020 4.872.040

ITGA AT TTA T ATARAGTACC TG GAAC TCT TG ARG GEARATT TCT TT TITCT T TTAC TCT TEACE GATATES TITTC TCGACAGACA TAG CATTS 66 CATATARA ThAATAA A TAAA TCACARARACARC CA TS T A GC TATTIAATTG T8 TG T T T6 66 ATT 66 T A CTC CAATE CA TR ACTTA TGC CCAATHE TR GA TG TAG AGG ARACC TC TCC TTCARGA TTaAARAC AL 8.
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miRNA D3-5p miRNA D3-3p
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4.796.440 4.796.460 4.796.480 4.796.500 4.796.520 4.796. 540 4.796.560

TTATGTCTGCTAGAATTACCACATTAATTTCAGCAGECATATTAATTTTGGCATGCACAGACCARCTATTTTAGGCTGAAATTART ATGGCTGCCGARATTAATATGGTAATTTTGGGCATAGARARATARRARARRN,
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200 3.210 3.220 3.230 3.240 3.250 3.260 3.270 3.280 3.290 3.300 3.310

TCRACCTTTGTTCRATCT TTRAATCGAACTAGTCCRAATCT TTRAATCTA AT TAT T TAATTARATTCCACATGARGGATAGRAAGRAGTIGAARNGACTAATATCATAATGTRAACARCTG




ddi-miR-7097_ddi-miR-7097*

ddi-miR-7097* ddi-miR-7097

180 3.739.190 3.739.200 3.739.210 3.739.220 3.739.230 3.739.240 3.739. 250 3.739.260 3.739.270 3.739%.280 3.739.290 3.739.300 3.739.31

llTGTlTTTlCT]GTTTTTCGTTTTCGTCTCTICTTCTGCCllllTClTTllTCGlTTTClClClllTlTllTGlTGllTGCllTlTTllTGlTTTCGGClCTlGTlGlGllGllllCGlllllCTlGTCl?




ddi-miR-1176_ddi-miR-1176*

ddi-miR-1176 ddi-miR-1176*
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20 172.140 172.160 172.180 172.200 172.220 172.240 172.260

ARGTCGTAT CAGGTGGC CARTTTTIATCARGGAAAGCTGTATC ATCARGTGCCTCCCTCTGTCT CTTGATGATICAGCCTT CCTIGACARARATTGCCCACCTGAT ACGACTGGGAAGT TGGT TTTT CARATTCAATCTGTAGRALY




ddi-miR-1177_ddi-miR-1177*

ddi-miR-1177-5p

ddi-miR-1177-3p
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