Number of genes
KEGG Pathway 0 5 10 15 20

Adipocytokine signaling pathway
Amino sugar and nucleotide sugar metabolism?
Apoptosis
Arachidonic acid metabolism?

Cytokine-cytokine receptor interaction

Cytosolic DNA-sensing pathway _
. . _ [ CFT073,6 hpi
D-Arginine and D-ornithine metabolism

. g bol B F11,6 hpi

t t [
| ruc c.)se an manno.se metabo !sm BE CFT073, 12 hpi
Glycine, serine and threonine metabolism- B F11, 12 hpi

—

Intestinal immune network for IgA production-

Jak-STAT signaling pathway a——

Linoleic acid metabolism-

—
MAPK signaling pathway

Natural killer cell mediated cytotoxicity
NOD-like receptor signaling pathway
p53 signaling pathway

Primary bile acid biosynthesis
Proteasome

RIG-I-like receptor signaling pathway EE——
Toll-like receptor signaling pathwayE

Supplemental Figure S3. CFT073 and F11 have differential effects on host biological pathways.
Quantification o f differentially e xpressed g enes (fold c hange =2, P<0.05) within KEGG pathways
that are affected in response to systemic infections of zebrafish embryos with CFT073 and/or F11, as
determined by DAVID.



