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Supplemental Figure S3. CFT073 and F11 have differential effects on host biological pathways. 
Quantification o f differentially e xpressed g enes ( fold c hange ≥ 2, P≤ 0 .05) w ithin K EGG pathways 
that are affected in response to systemic infections of zebrafish embryos with CFT073 and/or F11, as 
determined by DAVID.


