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Fig. S5. Comparison of phages 11027.1 and 27061.1. Shown above is a percent identity plot and below is a dot matrix alignment. The phages are similar 
over the 5’ first ~13 kb encoding the integrase, replication and lytic/lysogenic regulatory genes, diverge over most of the central portions encoding head and 
tail coat proteins, and then are similar again over the 3’ last ~3 kb encoding the secreted virulence factors streptococcal pyrogenic exotoxin C (SpeC) super-
antigen and the streptococcal phage DNase 1 (Spd1). The divergence in sequence between 11027.1 and 27061.1 means that 27061.1 did not evolve from 
11027.1 through a simple single deletion event. Despite being integrated at the same genomic locus and encoding the same virulence factors, they are 
distinct mosaic phages.
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