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Table S1. List of circRNA-derived pseudogenes in mouse and human.  

(A) List of mouse RFWD2 related pseudogenes. At least 42 pseudogenes were 

identified to have the putative circRFWD2 origin, and other six with a linear RFWD2 

mRNA origin. The sub-classification, genomic locations, non-colinear exon-exon back-

splicing junction sequence length, exon composition and counts of “A”s in UCSC 

poly(A) information are listed. Although most have been annotated, all these 

circRFWD2-derived pseudogenes were not marked with circRNA origin. *, three 



circRFWD2-derived pseudogenes were not previously annotated as pseudogenes. **, 

not identified in all the examined mouse strains, possible due to its location on Y 

chromosome. 

(B) Annotation of low-confidence circRNA-derived pseudogenes in mouse. In 

total, at least 48 low-confidence circRNA-derived pseudogenes were identified without 

related non-colinear exon-exon junctions in the mouse reference genome (mm10). The 

genomic locations, exon compositions in both related circRNAs and pseudogenes, 

related gene origins and isoforms, and the existence of linear mRNA-derived 

pseudogenes from the same gene origin is listed. Note that the genomic loci of related 

linear mRNA-derived pseudogenes (last column) are different from the low-confidence 

circRNA-derived pseudogenes.  

(C) Annotation of low-confidence circRNA-derived pseudogenes in human. In 

total, at least 24 low-confidence circRNA-derived pseudogenes were identified without 

related non-colinear exon-exon junctions in the human reference genome (hg19). The 

genomic locations, exon compositions in both related circRNAs and pseudogenes, 

related gene origins and isoforms, and the existence of the related linear mRNA-derived 

pseudogenes is listed. Note that the genomic loci of the related linear mRNA-derived 

pseudogenes (last column) are different from the low-confidence circRNA-derived 

pseudogenes.  

 


