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Figure S2 Quantitative assays of RGFR1-"® interaction with RGFs.

(A) Quantification of RGF1 binding affinity with RGFR1""R by Isothermal Titration
Calorimetry (ITC). Injections of RGF1 as indicated were added to the RGFR1-*® solution
in the ITC cell. The dissociation constant (Kq) of RGF1-RGFR1-"R is indicated. (B) In
vivo activities of RGFs. Left, phenotype of 7 DAG Col-0 seedlings grown on the medium
supplied with or without 0.1 nM of RGF1,2,3 and dRGF1. Scale bars, 5mm. Right,
quantitative analysis of the root length of seedlings. n=25. **, p<0.01, ***, p<0.001 by
Student’s t test. (C) Quantification of binding affinity between RGFs and RGFR1-"® by
MST. Data points indicate the differences in normalized fluorescence (%o) generated by
RGFs binding to the RGFR1-" protein, and curves indicate the calculated fits. Error bars

represent standard error of 3 independent measurements.



