Supplementary Table S2

Sequence for siRNA and PCR

Target sequences of sSiRNA

Gene Name Target Sequence(5’—3) Reference
Kdm4b Kdm4b- | GCCCATGTGTACTTGGAAATT 1
si-1
Kdm4b- | GCCCATTATCCCAATGCTGTA
si-1
Kdm5b Kdmbb- | CTCCGATACATGATTGAAALt 2l
si-1
Kdmbb- | TCTTTGCCCTCGGTGTGAC Bl
si-2
Kdmbb- | GAGATGCACTCCGATACAT
si-3

Realtime PCR primers

mRNA Strand Sequence (5°—3”) Reference
Kdm4b F CAATGCTGTACGTGTTGCCC
R AAGGGGTTGTTCCCTGTGAG
Kdm5b F AACCGTGAACTGGCAACATA
R AGTCCAGAACCCACTTGGTC
Gapdh F CATGGCCTTCCGTGTTCCTA
R GCCTGCTTCACCACCTTCTT
cDNA-cloning primers
T7-flag F TAATACGACTCACTATAGGGATGGACTACAAAG
ACGATGACGATAAA
Kdm4a F CTACAAAGACGATGACGATAAAATGGCTTCTG
AATCAGAAACTTTGAAC
R CTACTCCATGATGGCCCGGTA
Kdma4b F ATGGACTACAAAGACGATGACGATAAAGGGTC
CGAGGACCACAGC
R CTAGAAGGGTGCTCCAGGCC
Kdm4d T7-F TAATACGACTCACTATAGGATGAAGACGAAGT
CCACATGTGCTC
R TTAGGGGTCGGAGGTCAATCCC
Kdmb5b T7-F TAATACGACTCACTATAGGATGAAGACGAAGT
CCACATGTGCTC
R TTACTTTCGGCTTGGTGCGTC
GFP T7-F TAATACGACTCACTATAGGGATGGTGAGCAAG
GGCGAGG
R TTACTTGTACAGCTCGTCCATGCCGAG
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