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Figure S1 Determination of the secondary structures of peptide in water (dashed line), 30μM 
SDS (solid line) and 50%TFE (dotted line). 
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Figure S2 Determination of the secondary structures of melittin and M(G1R, V8R, I17R) in 
water (dashed line), 30μM SDS (solid line) and 50%TFE (dotted line). 
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Figure S3 Toxicity activity of melittin and M(G1R, V8R, I17R). (a). Haemolysis activity of 
melittin and M(G1R, V8R, I17R) against hRBC. (b). Toxicity activity of melittin and M(G1R, 
V8R, I17R) against L929. 
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Table S1 

Peptide Sequence 
Melittin GIGAVLKVLTTGLPALISWIKRKRQQ.NH2 
M(G1R, V8R, I17R) RIGAVLKRLTTGLPALKSWIKRKRQQ.NH2 
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Table S2 

Peptides 
MIC (μM)a GMb 

(μM) 

MHCc 

(μM) 
TId Fold 

E.coli P.aeruginosa K.pneumoniae 

RV-23 6.25 6.25 6.25 6.25 6.25 1  

melittin 12.5 6.25 6.25 7.87 0.78 0.1 1 

M(G1R, V8R, I17R) 25 25 12.5 19.8 200 10.1 101 

a Minimum inhibitory concentrations (MIC) were determined as the lowest concentration of 

peptide that prevented visible turbidity. 

b The geometric mean (GM) of the peptide MICs against all four bacterial strains was calculated. 

c MHC is the minimum hemolytic concentration that caused 10% hemolysis of human red blood 

cells (hRBC). When no detectable hemolytic activity was observed at 100μM,a value of 200μM 

was used to calculate the therapeutic index. 

d Therapeutic index (TI) is the ratio of the MHC to the geometric mean of MIC (GM). Larger 

values indicate greater cell selectivity. 
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Table S3 

Peptides 
MIC (μM)a GMb 

(μM) 

MHCc 

(μM) 
TId Fold 

S. aureus S.epidermidis B.subtilis 

RV-23 12.5 3.125 3.125 4.96 6.25 1.26  

melittin 3.125 3.125 3.125 3.13 0.78 0.25 1 

M(G1R, V8R, I17R) 100 6.25 3.125 12.5 200 16 64 

a Minimum inhibitory concentrations (MIC) were determined as the lowest concentration of 

peptide that prevented visible turbidity. 

b The geometric mean (GM) of the peptide MICs against all four bacterial strains was calculated. 

c MHC is the minimum hemolytic concentration that caused 10% hemolysis of human red blood 

cells (hRBC). When no detectable hemolytic activity was observed at 100μM,a value of 200μM 

was used to calculate the therapeutic index. 

d Therapeutic index (TI) is the ratio of the MHC to the geometric mean of MIC (GM). Larger 

values indicate greater cell selectivity. 
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