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Supplementary Figure S1. Scatter plot (b) of the miRNA expression comparisons
between control group (CG) and experimental group (EG). Differences were considered

significant at adj. P < 0.01.
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Supplementary Figure

S2. miRNA expression density distributions in CG and EG
livers
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Supplementary Figure S3. Isolation (a) and identification (b and c¢) of duck
hepatocytes. Hepatocytes were isolated for Cherry-Valley duck (age of 1 week) following the
method of Seglen (1976). Periodic acid-Schiff stain (b) and immunohistochemistry (c) with Anti-
Cytokeratin 18 antibody (Abcam, UK) were performed to identify the isolated duck hepatocytes
following the producers’ protocols.



