Table S1. Amino acid sequences of 10E8 variants.

Heavy chain

O e e e T e e e I

5 15 25 35 45 52¢C 62 72 82 84
10E8 EVQLVESGGG LVKPGGSLRL SCSASGFDFD NAWMTWVRQP PGKGLEWVGR ITGPGEGWSV DYAAPVEGREF TISRLNSINF LYLEMNNLRM
HC6 c R A i il il et ettt eeee deseieeete teeeeseese seeesanene eeesesiese saesesiase esesasenas
HC6-S74W e R A i i et diiiiiiees beeieeeeee seeeseeass sreecanies eeseeasres eesenn W...
HC6-S74Y e R A i il it i ieiiees beeieeeeee seeeseeess sreecenies eeseeasres eesenn Y...
HC6-S74Y-DKTT c R A i il i i ee et it teee teseteeete teeeceeese sesecerens eeesensens «...D.YK.T
H6 .K. PSPPI
H6-DTKT .K. .D.TK.T
H6-DTKT-DNTY .K. .D.TK.T
H6-DTKT-DNTY-LS .K.. ..D.TK.T
H6-DTKT-DNTY-Y100e .. .K.. .D.TK.T
H8 - | L N tiiiiiinee teenetense sevenanans ....S5.K.. Moo
H8-DYKT - | L N tiiiiiinee teeeetense seoenanans ....S5.K.. D.YK.T

S e e e e s

89 99 101 107 117 127 137 147 157
10E8
HC6
HC6-S74W
HC6-S74Y
HC6-S74Y-DKTT
2
Tl D

H6-DTKT-DNTY
H6-DTKT-DNTY-LS
H6-DTKT-DNTY-Y100e
H8 .
H8-DYKT LT

B

101000000

. A I TN P e e I I
167 177 187 197 207 217 227 237 247
10E8 VHTFPAVLQS SGLYSLSSVV TVPSSSLGTQ TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPELLG GPSVFLFPPK PKDTLMISRT
2 O
HCO=STAW e ittt ittt it e e et e e e eeaaaaaae e
OO
HCO=STAY=DKTT = ottt tteee ettt tttiiaaan eeeaeaaaae tiiaannen emaaaeeee toeeennnne tannnnnnne caaaaaaaas

2
H6-DTKT
H6-DTKT-DNTY
H6-DTKT-DNTY-LS AN cen e . . . . . N N . . . . . e e ..
HE-DTKT-DNTY-Y100€ ..\ttt ittt i iiiiiiee eeeeeeeaae tiiiiiiee teaaaaeees tieetinans amenaanns taeeeennnns
HB i i e e et e e e e eea e e
HB=DYKT ittt et e eaae e e et e e e e e eaaaaaae e

257 267 277 287 297 307 317 327 337
10E8
HC6
HC6-S74W
HC6-S74Y
HC6-S74Y-DKTT
H6
H6-DTKT
HE-DTKT=DNTY it tttie ettt tttiitaaane eeaaeaaaae tinannen temaaaeeee teeeennnne tanennnnne taeeeennans
HE-DTKT-DNTY=LS it ttiie ttttettts tittiaaan eaeaeaaaee titaaannen emaaaeeee toeeennnne tannnnnnne taeeeennns
HE-DTKT-DNTY-Y100€@ ..\ttt ittt i tiitiiee eeeeeeaaee tittiiiene teaaaaeees tieeennnns taaeaannns caeeeennnns
HB i i et e e e e heea e e e
HB=DYKT it et e aaae e e et e e e eeeaaaaae e

347 357 367 377 387 397 407 417 427
10E8
HC6
HC6-S74W
HC6-S74Y
HC6-S74Y-DKTT
H6
H6-DTKT
H6-DTKT-DNTY
H6-DTKT-DNTY-LS
H6-DTKT-DNTY-Y100e
H8
HB=DYKT it et e aaae e e aaee e e e e eaaaaeae e

10E8 TQKSLSLSPG K
HC6 AN e
HC6-S74W L.
HC6-S74Y L.
HC6-S74Y-DKTT
H6

H6-DTKT
H6-DTKT-DNTY
H6-DTKT-DNTY-LS AN e
H6-DTKT-DNTY-Y100e  ..........
H
H8-DYKT ...

Continues...



Table S1 (continued). Amino acid sequences of 10E8 variants*.

Light chain

5 16 26 36 46 56 66 76 86
10E8 SYELTQETGV SVALGRTVTI TCRGDSLRSH YASWYQKKPG QAPILLFYGK NNRPSGVPDR FSGSASGNRA SLTISGAQAE DDAEYYCSSR
L3 Dt ittt e iitieees deieseeese aee Veeeeoe taenan T Teveew o E.D......
L3-ASPAKQ AS....DPA. ....KQ.... ittt it e Veeeeoe taenan T Teveew o E.D......
L3-ASPAKQ-S30C AS....DPA. ....KQ.... ........ Co tiviiinnne e Veeeeoe taenan T Teveew o E.D......
L10 AS....DPA. ....KQ.... ...l . Veeieaooe oo VVeooo o I... ..., S...T. .... Accoee oo D......

e e L e e I I

95A 103 113 123 133 143 153 163 173
10E8 DKSGSRLSVF GGGTKLTVLS QPKAAPSVTL FPPSSEELQA NKATLVCLIS DFYPGAVTVA WKADSSPVKA GVETTTPSKQ SNNKYAASSY
L3 e e e et i ettt eeee e e aaee eeaaaaaeee e teaaaaaaae e
L3-ASPAKQ it et e eeaaae eeaaaaaaae e aaaee eeaaaaaaee e eeeaaaaaae e
L3-ASPAKQ-S30C ittt i et i eeae e e eaee e e eeaeaaaaae e
L0 e et et e e aee e e e eeeaaaae e e

B e I I .
183 193 203 213
10E8 LSLTPEQWKS HRSYSCQVTH EGSTVEKTVA PTECS
L3 i e e e ee e e
L3-ASPAKQ it e e eeeeeaaee e
L3-ASPAKQ-S30C ittt it e e
L10 e e et e e

* 10E8 variants comprised the following heavy and light chain combinations:
10E8v1: HC6-S74Y-DKTT/L3
10E8v4: H6-DTKT-DNTY/L3-ASPAKQ
10E8v4-LS: H6-DTKT-DNTY-LS/L3-ASPAKQ
10E8v4-DS:H6-DTKT-DNTY-Y100eC/L3-ASPAKQ-S30C
10E8v5: HC6-S74Y-DKTT/L3-ASPAKQ
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