Conservation * * . * : . ¢ * * oo owow e * * PR
human ASNS MCGIWALFGSDDCLSVQCLSAMKIA----HRGPDAFRFENVNGYTNCCFGFHRLAVVDPL 56
E.coli ASNB MCSITFGVFDIKTDAVELRKKALELSRLMRHRGPD ---WSGCIYASDNAILAHERLSTIVDVN 57
Conservation LA L H Lo ¥, ¥R R R R ¥ % H . ® % * ® o % ¥ %
human ASNS FOCMQPIRVKKYPYLWLCYNGEIYNHKKMQQHF - -EFEYQTKVDGEIILHLYDK IEQTI1 114
E.coli_ASNB AGAQPLYNQOQOKTHYV -LAVNGEIYNHQALRAEYGDRYQFQTGSDCEVILALYQEKGPE-FL 115
Conservation Bopowopow ok Rk B ok * o . N T
human ASNS CMLDGVFAFVLLDTANKKVFLGRDTYCVRPLFKAMTEDGFLAVCSEAKGLVTLKHSATPF 174
E.coli_ASNB DDLQGMFAFALYDSEKDAYLI RDHL ITPLYMGYDEHGQLYVASEMKALVPVCRG=- - - - - 170
Conservation P * . F * . * o PR . * o FOE K . Ok
human ASNS LKVEPFLPGHYEVLDLKPNGKVASVEMVKYHHCRDVPLHALYDNVEKLFPGFEIETVEKNN 234
E.coli_ASNB -TIKEFPAGSYLWS---QDG-=-----EIRSYYHRDWFDYDAVKDNVTD---.-----..KNE 211
Conservation  * *# tror o F R Lok oF o ow Hoowowow ook ow o w o cow o ox L . ox
human ASNS LRILFNNAVKKRLMTDRRIGCLLS LDSSLV----..-AATLLKQLKEAQVQYP-LQTTF 28
E.coli_ASNB LRQALEDSVKSHLMSDVPYGVLLS LDSSIISAITKKYAARRVEDQERSEAWWPQLHSTF 2711
Conservation ® .%o R = % . * % % # % . : %, R cow % . . ERE A T S
huma;n_ASNS AIGMEDSPDLLAARKVADHII SEHYEVLFNSEEGIQALDEVIFSLETYDITTVRASVGMY 346
E.coli_ASNB AVGLPGSPDLKAAQEVANHLGTVHHEIHFTVQEGLDAIRDVIYHIETYDVTTIRASTPMY 331
Conservation O * o . A L ® ok oo ok ok ok ok % % . * o * * * HE * ok
human_ASNS LISKYIRKNTDSVVIFSGEGSDELTQGYIYFHKAPSPEKAEEESERLLRELYLFDVLRAD 406
E.coli_ASNB LMSRKIKA-MGIKMVLSGEGSDEVTF YLYFHKAPNAKELHEETVRKLLALHMYDG CARAN 39
Conservation HES : * L ® o oE o E ..k . : : ® . *® ok Ok R ok ok E ¥ : ¥ .o * ok
human ASNS RTTAAHGLELRVPFLDHRFSSYYLSLPPEMRIPKNG -TEKHLLRETFEDSNLIPKETILWR 465
E.coli_ASNB KAMSAWGVEARVPFLDKKFLDVAMRINPQDKMCGNGKMEKHILRECFEAY--LPASVAWR 48
Conservation EE S ****: #* #* # . ‘>r->:='* . '* ‘** x****h‘» N*' L
human_ASNS PKEAFSDGITSVKNSWFKILQEYVEHQVDDAMMANAAQKFPFNTPKTKEGYYYRQVFERH 525
E.coli_ASNB QKEQFSDGVG---YSWIDTLKEVAAQQVSDQQLETARFRFPYNTPTSKEAYLYRETITFEEL 505
Conservation : o, # oy : . * : : L I L
human_ ASNS vy . . PCRADWLS =« = = « = = =« = =« = - .HYWMPKWINATDPSARTLTHYKSAVEKA 561

A E.coli_ASNB FPLPSAAECVP PSVACSSAKAIEWDEAFKKMDDPSCGCRAVGVHQSAYK - 55

Sup. Figure 1. Sequence alignment of human ASNS and E.coli ASNB using ClustalW program. The sequence of
human ASNS and E.coli ASNB was downloaded from Uniprot database (Uniprot id: P08243 and Uniprot id: P22106,
respectively). The original coloring scheme of ClustalW and standard annotations for conserved amino acids are used for
representation.



