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Supplementary figure S1. praja2 degrades KSR1 through the proteasome.
Immunoblot of lysates from cells transiently transfected with Flag-praja2
vector (either wild type or ring mutant). Where indicated, the cells were
treated with MG132 (10uM) and harvested at the indicated time points.
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Supplementary Figure S2. praja2 regulates ERK phosphorylation by EGF. Osteosarcoma
cells (U20S) (A) or HEK 293 cells (B) were transiently transfected with empty vector (CMV) or
flag-praja2rm (RM) vector and treated with EGF (100ng/ml). HEK293 are pretreated for 15
minutes with U0126 (5um) (B). Lysates were immunoblotted with the indicated antibodies.
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Suplementary figure S3. Quantitative analisys of esperiment showed in 4C .
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Suplementary figure S4. Entry of go-onERK-Flag into the cells. HEK293 cells,
treated for eight hours with scrambled-Flag or go-onERK-Flag peptides, were
immunostained with monoclonal anti-Flag antibody. Nuclei were stained with
DRAQS5. Images were collected and analyzed by confocal microscopy.
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Suplementary figure S5. LNCAP and U87 cells were pretreated (8 hours) with the
synthetic peptides(1 uM) (scrambled-Flag and go-onERK-Flag-Flag) and stimulated with
EGF. Lysates were immunoblotted for P-ERK and ERK
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Suplementary figure S6. alignament of human KSR1 (KSR1_HUMAN, Q8IVT5)
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