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Supplementary figure 1.

The full targeted genes in Integrative Genomics Viewer (IGV) browser are shown. The track
named ‘covered' indicating those genomic regions which have been analyzed in our four genes.
Amplicon track shows the Haloplex DNA fragments which have been actually sequenced. A:

COL1A1 B: COL1A2 C: CRTAP D: LEPRE1




