A Philodina roseola, Rtz 174 nt B Pseudodiploria strigosa, Rtz 243 nt C Agrilus planipennis, Rtz 310 nt
(Rotifer) ¢

U
(Coral) y % (Arthropod)
¢ 0
b ¢:¢
u AUy
3 100 GU
A UsA
0 o)
Gy g8
€ Po%ed
AU, &) U
& Yadsy Y
Uy G U
cU 06
g wmCrG
A Ag
4R
S uia
HHR G-U
48 0
g:¢ | oAy £ e
cuy o G 216 cAn & v N g
SeAnGUC dfegec hoeuc “aved cocouc’socacyuyg Auagaftacen
AcCEGE A CUAG, UAGU; 6CGCAE CCGUEGAGS 08080cUEG06
SeobERy c ceg 'ac 3 gUAS U ¢ 8.8 c068s
U g:g 20 0
¢:é
% AGC
w0=ly.g
g8
Acropora digitifera, Rtz 229 nt Ay
(Coral) A Uy
y U: A0
AQ
cie
o
Gc
cig
&'y
o]
Y
D Mytilus galloprovincialis, Rtz 375 nt E Xenopus tropicalis, Rtz 274 nt
(Mollusk) (Vertebrate)
sVc
S %
é &
c o
Gic
cic
A0
u
‘oa-ut
o Ura
R AUy
U-A u A
viA g
o A
ua-y 80,
UiA-2 Ayt
cig G:C\m
LAY G:¢
~Ceg. G:C
ae~Ceg.c UA
AU G-
.8 GECULUUG caAAs CocA
. GEGAGAAD CUOUU GEGU
b8 177 eR % A
e 0
s
G
U
u
u
U
G
I
&
a2
A
u
u
u ng‘
v
U+ AU/
S A
S ugancuycyyacuuuall-Ayscea Yscuagbe davuyal Goconcd AngoeCasyua’Cysan’huga yucavavacuual-,
AAGUD AAGGAD ACGGU  CGAUUCCAUUAAAUA (GGACUEE 00EGE, HEAD A
o Y Up0C Yo A v R o

Additional file 11



Additional file 11.

Minimum free energy secondary structure prediction of putative retrozyme RNAs of
metazoan genomes from different phyla, like a rotifers, b corals, ¢ arthropods, d
mollusks and e vertebrates, deduced from the corresponding sequence repeats with
HHRs. HHR sequences are shown in purple letters and the self cleavage sites are

indicated with an arrow. Numbering starts after the HHR self-cleavage site.



