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Additional file 7.

Minimum free energy secondary structure predictions for the viral satellite RNA sTRSV 

(Top. Entry M14879.1), and the viroids ELVd (Middle. Entry AJ536612.1) and 

CChMVd (Bottom. Entry AJ878085.1). HHR sequences are shown in purple (positive 

polarity) and grey (negative polarity). Self-cleavage sites are indicated with arrows.

Numbering starts at the self-cleavage site of the positive polarity HHR.


