
 

 

 

 

 

 

 

 

 

 

 

S2 Fig. Predicted binding sites on target transcripts.  

Graphs were generated by TargetScan prediction tool. 

LOX:  miR-141-3p (236-242) 

miR-145-5p (156-162; 827-834) 

HS6ST2: miR-141-3p (155-162; 1802-1808) 

  miR-145-5p (787-793; 1645-1651) 


