Table S2

Relative abundance (%) of sequences >1% in at least one gradient fraction assigned to genus level

obtained from the reconstructed OTU profile by summarized gradient fractions from soil D, F and W

based on partial 16S rRNA gene sequences after DNA extraction and PCR amplification. Genera

containing **C-labelled OTUs are highlighted in grey.

phylum class order family genus D F W

Acidobacteria Acidobacteria_Gpl incertae_sedis incertae_sedis Gpl 1.07 0.02 101
Acidobacteria Acidobacteria_Gp3 incertae_sedis incertae_sedis Gp3 1.70 139 3.00
Acidobacteria Acidobacteria_Gp4 incertae_sedis incertae_sedis Gp4 0.50 0.98 1.79
Acidobacteria Acidobacteria_Gp5 incertae_sedis incertae_sedis Gp5 0.10 0.01 0.81
Acidobacteria Acidobacteria_Gp6 incertae_sedis incertae_sedis Gp6 150 0.75 348
Acidobacteria Acidobacteria_Gp7 incertae_sedis incertae_sedis Gp7 0.35 0.04 0.69
Acidobacteria Acidobacteria_Gp10 incertae_sedis incertae_sedis Gp10 0.26 0.02 0.02
Acidobacteria Acidobacteria_Gp16 incertae_sedis incertae_sedis Gpl6 245 206 3.19
Acidobacteria Acidobacteria_Gp17 incertae_sedis incertae_sedis Gpl7 0.24 0.20 1.09
Acidobacteria Acidobacteria_Gp22 incertae_sedis incertae_sedis Gp22 0.01 0.00 0.73
Actinobacteria Actinobacteria Acidimicrobiales Acidimicrobiaceae llumatobacter 1.33 346 239
Actinobacteria Actinobacteria Acidimicrobiales lamiaceae lamia 0.64 0.53 0.64
Actinobacteria Actinobacteria Acidimicrobiales unclassified unclassified 2.68 278 263
Actinobacteria Actinobacteria Actinomycetales Cellulomonadaceae Cellulomonas 0.03 050 0.11
Actinobacteria Actinobacteria Actinomycetales Corynebacteriaceae Corynebacterium 0.81 0.05 0.15
Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Blastococcus 0.19 0.63 0.06
Actinobacteria Actinobacteria Actinomycetales Intrasporangiaceae unclassified 0.62 281 0.49
Actinobacteria Actinobacteria Actinomycetales Kineosporiaceae Kineosporia 0.56 259 0.43
Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Agromyces 0.12 0.36 0.35
Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae unclassified 0.98 2.13 0.56
Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Arthrobacter 0.92 3.37 0.90
Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae unclassified 293 374 279
Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Virgisporangium 0.03 0.17 0.00
Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium 204 216 1.80
Actinobacteria Actinobacteria Actinomycetales Nakamurellaceae Humicoccus 0.15 2.77 0.50
Actinobacteria Actinobacteria Actinomycetales Nocardiaceae unclassified 0.12 129 0.36
Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides 282 466 159
Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae unclassified 205 456 1.66
Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae Propionibacterium 0.46 0.17 0.32
Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae unclassified 0.24 051 0.28
Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Actinophytocola 0.77 0.00 0.00
Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia 0.16 0.68 0.05
Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae unclassified 0.37 0.77 0.27
Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae unclassified 147 117 0.86
Actinobacteria Actinobacteria Actinomycetales Streptosporangiaceae unclassified 0.10 0.01 0.05
Actinobacteria Actinobacteria Actinomycetales unclassified unclassified 264 259 290
Actinobacteria Actinobacteria Rubrobacterales Rubrobacteraceae Rubrobacter 0.15 0.00 0.00
Actinobacteria Actinobacteria Solirubrobacterales unclassified unclassified 262 244 163
Actinobacteria Actinobacteria unclassified unclassified unclassified 855 571 7.68
Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Dysgonomonas 0.11 0.00 0.00
Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Porphyromonas 0.04 0.30 0.06
Bacteroidetes Flavobacteria Flavobacteriales Flavobacteriaceae Flavobacterium 9.24 577 8.09
Bacteroidetes Flavobacteria Flavobacteriales Flavobacteriaceae unclassified 6.20 0.11 043
Bacteroidetes Sphingobacteria Sphingobacteriales Cytophagaceae Adhaeribacter 0.01 241 0.05
Bacteroidetes Sphingobacteria Sphingobacteriales Sphingobacteriaceae Mucilaginibacter 0.46 0.42 0.30
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