
CDR1 CDR2 CDR3 CDR1 CDR2 CDR3
1A8 IgG1, κ 23 4-4*07 4*02 3-10*01 10 7 13 CAREFYGGRGVVDSW 34 25 nd
2L8 IgG1, λ 25 1-46*01 4*02 6-13*01 8 8 14 CARGGISWYVTGFDYW 12 8 L2-14*01 L3*02 9 3 10 CSSYTRSSTWVF 10 8
3I23 IgG1, κ 25 3-23*01 4*02 5-24*01 8 8 16 CAKGVGSDFPTSRILDSW 24 16 K3-20*01 K3*01 7 3 8 CHQYGTSFTF 14 9
4E7 IgG1, κ 15 4-4*02 1*01 6-25*01 9 7 12 CAIGGSASVPTKYW 14 10 K1-39*01 K2*01 6 3 9 CQQSYSSPYTF 4 4
4I23 IgG1, κ 23 3-23*01 4*02 4-17*01 8 8 14 CAKNAGDYAPSPADYW 8 6 K6-21*01 K1*01 6 3 9 CHQSSTLPGTF 4 4
2J3 IgA1, λ 342 4-38-2*02 6*03 2-2*01 9 7 18 CARDRSVVVPAAPLYYMDVW 12 7 L2-23*02 L2*01 9 3 10 CCSYATSTNLLF 11 9
3I3 IgA1, λ 387 4-39*01 5*02 3-3*01 10 7 13 CARHPSWDRSWFDPW 24 17 L2-8*01 L2*01 9 3 10 CSSYVGNNNFAF 13 11
4B19 IgA1, κ 177 3-30-3*01 4*02 4-11*01 8 8 10 CARDLSASFDYW 25 18 K2-30*01 K5*01 11 3 10 CMQGTHWPMFTF 9 6
4C10 IgA1, κ 459 3-20*01 5*01 5-12*01 8 8 17 CARDNRGQRGSSFGWFDSW 24 17 K1-39*01 K1*01 6 3 9 CQQDYITPRTF 12 8
5I2 IgA1, κ 120 1-69*01 4*02 5-12*01 8 8 17 CASNRANRADDYDYYFDYW 21 17 K4-1*01 K1*01 12 3 9 CQQYYSIPRTF 8 7
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Table S2. Genetic characteristics of anti-norovirus mAbs


