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Fig. S1. Linkage groups and chromosomal positioning of the gene models found peach (a), strawberry (b) and apple (c).
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Fig. S1. Linkage groups and chromosomal positioning of the gene models found peach (a), strawberry (b) and apple (c).
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Fig. S1. Linkage groups and chromosomal positioning of the gene models found peach (a), strawberry (b) and apple (c).
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Fig. S1. Linkage groups and chromosomal positioning of the gene models found peach (a), strawberry (b) and apple (c).



