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  6:	
  Figure	
  S2	
  The	
  significance	
  of	
  overlap	
  (y-­‐axis,	
  calculated	
  using	
  Fisher	
  
exact	
  test)	
  between	
  hotspot-­‐muta?on-­‐containing-­‐genes	
  and	
  previously	
  known	
  
cancer	
  genes	
  at	
  various	
  adjusted	
  p	
  value	
  cutoffs	
  (x-­‐axis).	
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