yRads2 1
hRad52 1
yRad52 33
hRad52 51
yRad52 83
hRad52 181
yRad52 133
hRad52 151
yRad52 181
hRad52 201
yRad52 231
hRad52 246
yRad52 281

hRad52 283

- - ==MNEIMDMDEKKPVFGNHS = = === === = === == EDIQTKLDKKLGPE

MSGTEEATLGGRDSHPAAGGGSVLCFGQCQYTAEEYQATQKALRQRLGPE

YISKRVGFGTSRIAYIEGWRVINLANQIFGYNGWSTEVKSVVIDFLDERQ

YISSRMAGGGQKVCYIEGHRVINLANEMFGYNGWAHSITQQNVDFVDLNN

GKFSIGCTAIVRVTLTSGTYREDIGYGTVENERRKPAAFERAKKSAVTDA
LU ez lewlel D Telealzlelde Il eeleezelensalelzlell1]-
GKFYVGVCAFVRVQLKDGSYHEDVGYGVSEGLKSKALSLEKARKEAVTDG

LKRSLRGFGNALGNCLYDKDFLAKIDKVKFD-PPDFDENNLFRPTDEIS-

LKRALRSFGNALGNCILDKDYLRSLNKLPRQLPLEVDLTKAKRQDLEPSV

ESSRTNTLHENQEQQQYPNKRRQLTKVTNTNPDSTKNLVKIENTVSRGTP

EEARYNSCRPNM-ALGHP=-~---QLQQVTSPSRPSHAVIPADQDCSSRSLS

MMAAPAEANSKNSSNKDTDLKSLDASKQDQDDL LDDS LMFSDDFQDDDLI

NMGNTNSNVLTTEKD== ===~ PVVAKQSPTASSNP=--EAEQITFVTAK=--

---------- SAEKSEAAPPAPPVTHSTPVTVSEPLLEKDFLAGVTQELT

yRad52 321
hRad52 323
yRad52 361
hRad52 373
yRad52 387
hRad52 419

yRad52 437

---------- AATSVQNERYIGEESIFDPKYQAQSIRHTVDQTTSKHIPA

KTLEDNSEKNAVTPDAGDGVVKPSSRADPAQTSDTLALNNQMVTQNRTPH
SVLKDKTM==memmccmamcaa e TTeemmeama ARDSVYEKFAPKGKQL
o A GSHOLOTYSADOR F GNAESHRK SR b - -
SMKNNDKELGPHMLEGAGNQUPRETTPIKTNATAFPPAAAPRFAPPSKVU

HPNGNGAVPAVPQQRSTRREVGRPKINPLHARKPT 471

S$1 Fig. Homologous alignment of yeast and human Rad52.
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