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TCGA TCGA TCGA TCGA TCGAReplication Replication Replication Replication Replication

SKCM LUAD HNSC BRCA PRAD

66.1% 45.6% 14.1% 0.9% 0%68.3% 47.6% 17.3% 3.2% 0.7%

Sample Size 118 169 78 117 131290 563 510 988 425
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Supplementary Figure 1




