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suppletnentary Figure 7. An MVLGT-bazed dendrogramn ifllustrating the placement of the 11 studied L. monocyto-
genes 4b serotype strains. All 11 strains were identified as BWIVLST WT20, which has also heen lthown as epidernic
clone . {The red solid squares represent the virulence type of the known epidemnic clone ) The nucleotide
sequences from the segments of the winilence genes! were concatenated and aligned, and a neighbor-joining tree

was constructed with WMEGA 6.0, 2
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