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Supplementary Figure 3. Gene expression profile in the post-menarchal macaque breast by
microarray. (A) Venn diagram showing number of genes that changed with time (i.e. between 7-12
months to 18-24 months after menarche) in the control (CL) and soy group (SOY), based on unadjusted
P-values from a paired t-test in each diet group. (B) The list of top-10 genes that showed significant
difference by dietary treatment using empirical Bayes statistics. (C) The top-10 significantly enriched

KEGG pathways in CL and SOY groups across time. FC = fold-change; FDR=false discovery rate.



