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animals received the solvent vehicle. Total RNA from tissues of six mice from each 
group was subjected to qPCR analysis as described under Materials and Methods. Data 
are presented as mean ± SD. ns, not significant by two-tailed Student’s t-test or 
Bonferroni’s test. 
Supplemental Material, Figure S3. Expression of AhRR, CYP1A1, and cytokines in 
female mice in response to TCDD. Expression of AhRR, CYP1A1, CXCL chemokines 
and cytokines in spleen and adipose tissue of female C57BL/6 wt and female AhRR Tg 
mice in response to TCDD. Female mice were injected i.p. with a single dose of 20 µg/kg 
TCDD for 24h. Control animals received the solvent vehicle. Total RNA from tissues of 
six mice from each group was subjected to qPCR analysis as described under Materials 
and methods. The values are given as relative units and presented as mean ± SD. 
*Significantly different from female wt control, p < 0.05; **Significantly different from 
female wt TCDD, p < 0.05. aSignificantly different from male wt TCDD, p < 0.05; 
bSignificantly different from male AhRR Tg TCDD, p < 0.05, by two-tailed Student’s t-
test or Bonferroni’s test. 
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Supplemental Material, Table S1. Primer used to amplify mRNAs via quantitative real-

time PCR encoding mouse rps13 as housekeeping gene, CYP1A1, AhRR, cytokines, and 

COX-2 based on published GenBank sequences for mouse.  

Gene Forward primer (5′–3′) Reverse primer (5′–3′) 
AhRR tggacaagctttctgtcctg cgaagccattgagagactcc 
COX-2 tttgttgagtcattcaccaga cagtattgaggagaacagat 
CXCL1 cttgaaggtgttgccctca tggggacaccttttagcatc 
CXCL2 aagtttgccttgaccctgaa aggcacatcaggtacgatcc 
CXCL3 caacggtgtctggatgtgtc agccaaggaatactgcctca 
CXCL5 gaaagctaagcggaatgcac gggacaatggtttccctttt 
CXCL7 gcgctgcagatgtacgaata aggaaaatggtttggcacag 
CXCL10 ggatggctgtcctagctctg ataaccccttgggaagatgg 
CXCL14 ctccaggccagttgagagac ctggaagcctttcacacaca 
CYP1A1 ggccactttgacccttacaa caggtaacggaggacaggaa 
IL-1β gcccatcctctgtgactcat aggccacaggtattttgtcg 
IL-6 ccggagaggagacttcacag ggaaattggggtaggaagga 
IL-10 ccaagccttatcggaaatga ttttcacaggggagaaatcg 
IL-22 tttcctgaccaaactcagca tctggatgttctggtcgtca 
TNFα  agcccccagtctgtatcctt ctccctttgcagaactcagg 
Rps13 gtccgaaagcaccttgagag agcagaggctgtggatgact 
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  ADIPOSE KIDNEY LIVER 
  AhRR Tg ctrl  wt TCDD AhRR Tg TCDD AhRR Tg ctrl  wt TCDD AhRR Tg TCDD AhRR Tg ctrl  wt TCDD AhRR Tg TCDD 
Gene        vs. wt ctrl vs. wt ctrl vs. wt TCDD vs. wt ctrl vs. wt ctrl vs. wt TCDD vs. wt ctrl vs. wt ctrl vs. wt TCDD 
CYP1A1 ― ↑ ↓ ↑ ↑ ↓ ― ↑ ↑↓ 
CXCL1 ― ↑ ↓ ― ↑ ― ― ↑ ↓ 
CXCL2 ― ↑ ↓ ― ↑ ↓ ― ↑ ↓ 
CXCL3 ― ↑ ↓ ― ↑ ↓ ― ↑ ↓ 
CXCL5 ― ↑ ↑↓ ― ↑ ↓ ― ↑ ↓ 
CXCL7 ― ↑ ↑↓ ― ↑ ↑↓ ―  ―  ― 
CXCL14 ― ↑ ↑↓ ― ↓ ↑↓ ―  ―  ― 

IL-1β  ― ↑ ↓  ― ↑ ↓ ― ↑ ↓ 
IL-6  ― ↑ ↑↓  ― ↑ ↑↓ ―  ―  ― 
IL-10  ― ↑ ↑↓  ― ↑  ― ―  ―  ― 
IL-22  ― ― ―  ― ↑  ― ―  ―  ― 
TNFα  ― ↑ ↓  ―  ―  ―  ―  ―  ― 
COX-2  ― ↑ ↓  ― ↑ ↓  ― ↑ ↓ 

                    
  LUNG SPLEEN THYMUS 
  AhRR Tg ctrl  wt TCDD AhRR Tg TCDD AhRR Tg ctrl  wt TCDD AhRR Tg TCDD AhRR Tg ctrl  wt TCDD AhRR Tg TCDD 
Gene        vs. wt ctrl vs. wt ctrl vs. wt TCDD vs. wt ctrl vs. wt ctrl vs. wt TCDD vs. wt ctrl vs. wt ctrl vs. wt TCDD 
CYP1A1 ↓ ↑ ↑↓ ― ↑ ↓ ― ↑ ↑↓ 
CXCL1  ―  ―  ― ― ↑ ↓ ― ↑ ↑↓ 
CXCL2  ― ↑ ↓ ― ↑ ↓ ― ↑ ↓ 
CXCL3  ― ↑ ↑↓ ― ↑ ↓ ― ↑ ↓ 
CXCL5  ―  ―  ― ― ↑ ↑↓ ― ↑ ↑↓ 
CXCL7  ―  ―  ― ―  ―  ― ― ↑ ↑↓ 
CXCL14  ― ↓ ↑↓ ―  ―  ― ― ↑  ― 

IL-1β  ― ↑ ↓  ― ↑ ↓  ― ↑ ↓ 
IL-6  ―  ―  ―  ― ↑  ―  ―  ―  ― 
IL-10  ―  ―  ―  ― ↑ ↑↓  ― ↑ ↑↓ 
IL-22  ―  ―  ―  ―  ―  ―  ― ↑ ↑↓ 
TNFα  ―  ―  ―  ―  ―  ―  ―  ―  ― 
COX-2  ― ↑ ↓  ― ↑ ↓  ― ↑ ↑↓ 

                    

legend:  ― not significantly different vs. wt ctrl             

  ↑ significantly higher (AhRR Tg Ctrl vs. wt Ctrl); p < 0.05           

  ↓ significantly lower (AhRR Tg Ctrl vs. wt Ctrl); p < 0.05           

  ↑ significantly higher (wt TCDD vs. wt Ctrl) ; p < 0.05           

  ↓ significanly lower (wt TCDD vs. wt Ctrl); p < 0.05           

  ↓ significantly lower (AhRR Tg TCDD vs. wt TCDD); p < 0.05         

  ↑↓ not significantly different (AhRR Tg TCDD vs. wt TCDD); p < 0.05         

Supplemental Material, Table S2. AhR-mediated induction of CYP1A1, cytokines, TNFα, and 
COX-2 in WT and AhRR Tg male mice.
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Supplemental Material, Figure S2. Expression of CXCL chemokines, cytokines and 
COX-2 in epididymal adipose tissue of AhR null mice (AhR-/-). (A) Expression of 

CXCL1, CXCL2, CXCL3, CXCL5, CXCL7, and CXCL14 and (B) IL-1, IL-6, IL-10, 
IL-22, TNFα, and COX-2 in adipose tissue of AhR-/- mice in response to TCDD. Male 
AhR-/- mice were injected i.p. with a single dose of 20 μg/kg TCDD for 24h. Control 
animals received the solvent vehicle. Total RNA from tissues of six mice from each 
group was subjected to qPCR analysis as described under Materials and Methods. Data 
are presented as mean ± SD. ns, not significant by two-tailed Student’s t-test or 
Bonferroni’s test. 
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Supplemental Material, Figure S3. Expression of AhRR, CYP1A1, and cytokines in female 
mice in response to TCDD. Expression of AhRR, CYP1A1, CXCL chemokines and cytokines in 
spleen and adipose tissue of female C57BL/6 wt and female AhRR Tg mice in response to 
TCDD. Female mice were injected i.p. with a single dose of 20 μg/kg TCDD for 24h. Control 
animals received the solvent vehicle. Total RNA from tissues of six mice from each group was 
subjected to qPCR analysis as described under Materials and methods. The values are given as 
relative units and presented as mean ± SD. *Significantly different from female wt control, 
p < 0.05; **Significantly different from female wt TCDD, p < 0.05. aSignificantly different from 
male wt TCDD, p < 0.05; bSignificantly different from male AhRR Tg TCDD, p < 0.05, by two-
tailed Student’s t-test or Bonferroni’s test.  
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