S1 Table. Primers used to amplify Aphelenchoides besseyi cDNA and genomic DNA™.

Primer Sequence (5' — 3') Description

988F CTCAAAGATTAAGCCATGC 18S [1]

1912R TTTACGGTCAGAACTAGGG

M-1813F CTGCGCGAGAGGTGAAAT .

M-2646R ACCTACTGATACCTTGTTACGACTTTT 188 (modifted from [1])
ENG-1 TAYGTIATHGTIGAYTGGCA Fragment amplification
ENG-2 GTICCRTAYTCIGTIACRAA

GHA45 ENG-1 ACIMGITAYTGGGAYTGYTG Fragment amplification
GH45 ENG-2 RCAICCRTTRAAIADICCIAC

Abe GH5-1-F TGAAGTGAACTTTGGCAAGAAATGAAAATC cDNA amplification
Abe GH5-1-R GACTGATCATTTTAACGAGCTTAACAACTG

Abe GH45-2-F CCAACAAAATGGTTCAATTCATT cDNA amplification
Abe GH45-2-R CGTTTCAACAATGACATTGTACTCTT

Abe GH45-3-F CCAACAAAAATGGTTCAATTCATC cDNA amplification
Abe GH45-3-R GTTATTAACTGTCTGCACGAA

FmGHS5i-F TCGCAATACAATCCTCAGAAG Inverse PCR
FmGHS5i-R GAGTTTAAGCGTCGATAGAAGATG

AbeFm-GHS5-GSP-F TACGTGATTGTTGATTGGCACGGAA 3’RACE
AbeFm-GH5-NGSP-F CGATACCCCAATTGAAAGTCCGATT

AbeFm-GHS5-GSP-R CCATTGGCGCATAGCATTGTAAA 5’RACE
AbeFm-GH45-GSP-F TATTGGGACTGCTGCAAACCATCTT 3’RACE
AbeFm-GH45-GSP-R ~ TCCGCCGGTATTGGTAACTTGAAC 5’RACE
AbeR1-GH45-GSP-F GCGGTATTGGGACTGTTGCAAG 3’RACE

AbeRI-GH45-GSP-R GCAGCCGTTGAACAAGCC 5’RACE



AUAP GGCCACGCGTCGACTAGTAC 3’RACE and 5’RACE

Abe GH5-1-S-F ATGCGAACCTCAGTGGGGTTT Southern blot

Abe GH5-1-S-R GTTCCGTATTCGGTTACAAATAAAG

Abe GH5-1-ISH-F TTCCACAATATGATGATACTACTCCAA In situ hybridization
Abe GH5-1-ISH-R GATCATTTTAACGAGCTTAACAACTG

T7- Abe GH5-1-ISH-F  TAATACGACTCACTATAGGGTTCCACAATATGATGATACTACTCCAA
T7- Abe GH5-1-ISH-R  TAATACGACTCACTATAGGGGATCATTTTAACGAGCTTAACAACTG

*The T7-promoter sequence to prepare DNA template for in vitro transcription is underlined.
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