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Figure S1, related to Figure 1.
(A) Synthetic cell-permeable cAMP analogs db-cAMP and 8-Br-cAMP increase HSC-like  phenotype although a 10-fold 
higher concentration is required as compared to Forskolin. Flow cytometric plots (biexponential axis) showing the HSC-like
surface phenotype in hPSC-derived hematopoietic cells on day 14, a representative experiment is shown.
(B) Effect of cAMP induction using Forskolin+IBMX is specific for upregulation of the HSC-like phenotype, as 1,9-Dideoxy
Forskolin (ddFSK), a negative control of Forskolin cannot induce HSC-like phenotype. Left panel, Flow cytometric plots 
(biexponential axis) showing the HSC-like surface phenotype on day 14, a representative experiment is shown. Right panel, 
quantification of HSC-like (frequency in viable) is shown. Data represents mean±S.E.M., n=3. Statistical analysis was 
performed using the t-test. Significance is shown compared to the control setting. *, p<0.05, **, p<0.01, n.s., not significant.
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Figure S3, related to Figure 3. 
Cyclic AMP-Epac axis regulates CXCR4 expression. Assessment of CXCR4 expression levels, after Forskolin+IBMX 
mediated cAMP induction and PKA or Epac inhibition (PKAi, Epaci) with or without Forskolin+IBMX is shown (day 14). 
Data represents mean±S.E.M., n=3. Statistical analysis was performed using the t-test. *, p<0.05, n.s., not significant.
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Table S1. Primer sequences, related to experimental procedures. 

Gene name Primer sequence 

NFE2L2.F TGACAATGAGGTTTCTTCGGCT 

NFE2L2.R GACTGGGCTCTCGATGTGAC 

SOD2.F GCTCCGGTTTTGGGGTATCTG 

SOD2.R GCGTTGATGTGAGGTTCCAG 

SOD1.F GGTGGGCCAAAGGATGAAGAG 

SOD1.R CCACAAGCCAAACGACTTCC 

GPX2.F GGTAGATTTCAATACGTTCCGGG 

GPX2.R TGACAGTTCTCCTGATGTCCAAA 

CAT.F  TGTTGCTGGAGAATCGGGTTC 

CAT.R TCCCAGTTACCATCTTCTGTGTA 

GSR.F TTCCAGAATACCAACGTCAAAGG 

GSR.R GTTTTCGGCCAGCAGCTATTG 

P38MAPKα.F GCTTCAGCAGATTATGCGTCTG 

P38MAPKα.R GTTTCTTGCCTCATGGCTTGG 

P38MAPKδ.F AAGCTGAGCCGACCCTTTC 

P38MAPKδ.R CCAATGACGTTCTCATGCTGC 

P38MAPKγ.F ACATGAGAAGCTAGGCGAGGA 

P38MAPKγ.R GGCAGCGTGGATATACCTCAG 

β-ACTIN.F CCCCGCGAGCACAGAG 

β-ACTIN.R ATCATCCATGGTGAGCTGGC 
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