Supp. Table 14. Overlap of stem cell gene signatures in Cftr KO tumors with
ApcMn tumors. GSEA was used to identify leading edge genes enriched in Cfir KO or

ApcMn tumors. Leading edge genes enriched in Cftr KO that overlap with those in
ApcMn gre shown in red.

Geneset EphB2-1SC Hu-LGR5-15C
Tizzue | colon
Enriched in Citr-KO tumor Apc Min tumeor |Gftr-KO tumor Apc Min tumaor
MES 1.78 2.37 2.23 1.71
Genes in leading edge TUBEZBE SOATL ABTBEZ FRIMLZ
PSRCL PYEON AxIMNZ KIF12
CEMPF TUBB2E EPHAA FGFR4
TEADZ PSRC1 FAREBAA SCNZB
F5TLL TEAD2 FGFR4 OTL
EPHB3 FSTLL FVINL2 MPP3
SORCS2 EPHES FSTLL NPMT
5T3GALI LGRS GRAMDILA S04
CDudd SORCS2 GFEP4 FSTLL
CH5T11 ALSCL2 L17RD APCDD1
PHGDH ELHLE KIF12 ILA7RD
ESAM ST3GALI LGRS LGRS
ARLAC mMAV1 LIFR EPHAA
GFEP4 Cad MPP3 FAMRIGAA
CH5T11 MPMT RMF157
PHGOH FITFMCL THFR5F19
ASRGLL RMF157 FITPMCL
TGIF2 SERTALDH AXIMNZ
LFMG S04 IGFER4
ARLAC THMFRSF19
IGFER UTEN




