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1858371-459
1603571-459
15532/1-459
103881-459
10497/1-459
1849271-459
1834 171-459
Mu_ 371-451
N3151-451
Mu_50/1-451
ECTRZ/1-509
JHI-509
JH1/1-509
04-0298171-493
N171-501
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NCTCB32E4-517
TCH151671-493
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11815-9771-485
MW 29-493
476M1-493
JHDET51-493
252/1-547
ToHEW1-493
5T39871-485
7119371-433
0BBAQ21TEM-501
TW20r1-427
JHDE00BM-42T
TO13171-419
MEHR11327-459
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