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Table S1. Group and transfection information of the 3’UTR luciferase reporter assay

Group Blank  Positive cgi-miR-2d miRNA
control control

Recombined vector 100ng 100ng 100ng 100ng

Positive control 5 pmol

Cgi-miR-2d mimics 5 pmol

miRNA control 5 pmol

Table S1. Group and transfection information of the 3’UTR luciferase reporter assay conducted in the
present study. A total of 100 ng recombined plasmid containing either wild type or mutated type
CgIxB2 3’-UTR was transfected into cells of blank group. An additional of 5 pmol positive control
mimics or cgi-miR-2d mimics or miRNA control were co-transfected with the plasmid into cells of

positive control, cgi-miR-2d and miRNA control group, respectively.
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Figure S1. Alternations of cgi-miR-2d transcripts in challenge group at 12h
compared to that in PBS control group.
A significant increase of cgi-miR-2d was observed in V. splendidus challenge group at
12 h post injection in comparison with that in PBS control group which was consistent

with results reported by Zhou Zhi et.al..



Graphical view of effective siRNA candidates

- Functional, off-target reduced siRNA (seed duplex Tm < 10 °C)
Functional, off-target reduced siRNA (seed duplex Tm < 15 °C)
Functional, off-target reduced siRNA (seed duplex Tm < 21.5 °C)
Functional siRNA

100
CGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTG 1-100
3-25 U

110 120 130 140 150 160 170 180 190 200
CCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCG 101-200

210 220 230 240 250 260 270 280 290 300

CCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACT ACAAGACCCGCGCCGAGGT GAAGT TCGAGGGCGACACCCTGGT 201-300
400

GAACCGCATCGAGCT GAAGGGCAT CGACTTCAAGGAGGACGGCAACAT CCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATG 301-400
500

GCCGACAAGCAGAAGAACGGCAT CAAGGTGAACT TCAAGAT CCGCCACAACAT CGAGGACGGCAGCGTGCAGCT CGCCGACCACTACCAGCAGAACACCC 401-500

[418-440 U

600

CCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCT GAGCAAAGACCCCAACGAGAAGCGCGAT CACATGGTCCT 501-600

GCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAG 601-655

Figure S2. siRNA candidates of dsRNA of sequence from pEGFP-N1.
A DNA fragement of pEGFP-N1 was cloned to synthesize dsRNA control. The
putative siRNA candidates of pEGFP-N1 dsRNA were predicted by

http://sidirect2.rnai.jp/ with default settings and illustrated in color.
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