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Fig S1 Targeted sequencing strategy for BKV VP1 and NCCR regions  

a. Products of nested PCR encompassing 1265bp of BKV VP1 and 800 bp of NCCR with initial portion of early 

coding region are purified from an 1% agarose gel and submitted to Sanger sequencing. b. Sanger sequencing results 

of VP1 and NCCR purified gel products 

1. VP1 region of BKV  (2583-2154 nt) 
5’ –
AGGTCGTAGATAAAAGCAGCATTTATTAAGTCATGT
TTATTATACAATAAAAGCACCTTGTTTAAACCATTTT
TGTTTGCAATTGTCCCTGTCTGTCAATATATCTTATC
ATATCTGGGTCCCCTGGAAGCTGTTCTGTGCCATCAA
ACACCCTGACCTCCTCCATCTGATACTCCTGACCATA
CATAGGGGTCCCATCCACTCTCTGGGTTCTCCTGTTT
ATAAGGTCACTAAGCAAAAAGGAAATTGGGTAAGG
GTTCTTTACTTGATTTTTTCTCAGGCGAATCTTAAAA
TATCTTGGAAGGCCCCTCCACTGTTGTGTTCCAGAGC
TGTTAGTAAACAGTCCACAAATATCAGCAGCTGAAA
CATACAGGCTATCACTTTACACAGAGGCCCCCACCC
TGTTCATCCAGCAACACTGTGGTAGCTGTGTTGGTTA
C -3’ 

2. Initial portion of early coding region 
and NCCR (red) of BKV  
5’ –
TGGCACCTTTATACCTGCTCATTTTTTTATATAAAGT
ATTCATTCTCTTCTTTTATCCTCGTCGCCCCCTTTGTC
AGGGTGAAATTCCTTACACTTTCTTAAATAGGCTTT
CCTCATTAAGGGAAGGTTTCCCCAGGCAGCTCTTTC
AAGGCCTAAAAGGTCCATGAGCTCCATGGATTCCTC
CCTGTTTAGCACTTTATCCATTTTTGCAAAAAATTGC
AAAAGAATAGGGATTTCCCCAAATAGTTTTGCTAGG
CCTCAGAAAAAGCCTCCACACCCTTACTACTTGAGA
GAAAGGGTGGAGGCAGAGGCGGCCTCGGCCTCTTA
TATATTATAAAAAAAAAGGCCACAGGGAGGAGCTG
CTTTCCCATGGAATGCAGCCAAAGAGGAGCTGCTTT
CCCATGGAATGCAAATTCTCAAATAAACACAAAAT
AAAAAAAAAGGCCACAGGAAGGAGCTGCTTTCCCA
TGGAATGCACCCAAAGAGGAGCTGCTTTCCCATGG
AATGCAGCCCAACTATGCCCCCCGGCATGACTGGGC
AACCAAGCCCTGGCTGTTAATATTGAATCCCCGCCC
CGCAAATTAACAATAACCCCAATACGAAGTGGAAA
GTTGCCCTTGCCCCCACTTAGTATC – 3’ 

Sequencing results 
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VP1 = 1,265  bp (Primers F: 1456-1475, R: 2725-2744) 
NCCR = 800  bp (Primers F: 4881-4902, R: 567-588) 
M - marker 
Numerical positions of nucleotides in primers based  
on Dunlop strain, V01108 
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Supplemental Figure S1 (Relates to Fig 4) 


