
Table A. List of 87 genomic SSR primers with primer sequence (5’ to 3’), SSR motif and size of markers 

(bp) used for the analysis of population structure of 128 finger millet genotypes  

Name of the 

primer 

Primer sequence (5’ to 3’) SSR motif Size of markers 

(bp) 

SSR-01 (F) GCGAAAACACAATGCAAAAA 

(R) GCGTTGGTTGGACCTGAC 

(AC)19(AT)29 400 

SSR-02 (F) TCCTCCCTCCCTTCGCCCACTG 

(R) CGATGTTCGCCATGGCAGCGACC 

(GA)26 1000 

SSR-06 (F) GCCTCGAGCATCATCATCAG 

(R) ATCAACCTGCACTTGCCTGG 

(TC)22TT(GT)19 700 

SSR-08 (F) TTCCCTGTTAAGAGAGAAATC 

(R) GTGTATTTGGTGAAAGCAAC 

(GA)17AA(GA)19 600 

SSR-10 (F) CTTTGTCTATCTCAAGACAC 

(R) TTGCAGATGTTCTTCCTGATG 

(GA)14 500

UGEP1 (F) TTCAGTGGTGACGGAAGTTCT 

(R) GGCTCCATGAAGAGCTTGAC 

(TC)11 233 

UGEP3 (F) CCACGAGGCCATACTGAATAG 

(R) GATGGCCACTAGGGATGTTG 

(CA)7N12(GA)15 206 

UGEP5 (F) TGTACACAACACCACACTGATG 

(R) TTGTTTGGACGTTGGATGTG 

(TC)12AC(TC)4 215 

UGEP6 (F) AGCTGCAGTTTCAGTGGATTC 

(R) TCAACAAGGTGAAGCAGAGC 

(GA)3TA(GA)9 229 

UGEP8 (F) ATTTCCGCCATCACTCCAC 

(R) AGACGCAAATGGGTAAATGTC 

(GA)13 297 

UGEP10 (F) AAACGCGATGAATTTTAAGCTC 

(R) CTATGTCGTGTCCCATGTCG 

(GA)19 400 

UGEP11 (F) CCTCGAGTGGGGATCCAG 

(R) AAGACGCTGGTGGAAATAGC 

(CT)12 153 

UGEP12 (F) ATCCCCACCTACGAGATGC 

(R) TCAAAGTGATGCGTCAGGTC 

(CT)22 230 

UGEP15 (F) AAGGCAATCTCGAATGCAAC 

(R) AAGCCATGGATCCTTCCTTC 

(CT)22 180 

UGEP18 (F) TTGCATGTGTTGCTTTTTGC 

(R) TGTTCTTGATTGCAAACTGATG 

(CT)12 318 

UGEP21 (F) CAATTGATGTCATTGGGACAAC 

(R) GTATCCACCTGCATGCCAAC 

(GA)16 225 

UGEP24 (F) GCCTTTTGATTGTTCAACTCG 

(R) CGTGATCCCTCTCCTCTCTG 

(GA)26 183 



Name of the 

primer 

Primer sequence (5’ to 3’) SSR motif Size of markers 

(bp) 

UGEP26 (F) ATGGGGTTAGGGTTCGAGTC 

(R) TGTCCCTCACTCGTCTCCTC 

(CGG)7 227 

UGEP31 (F) ATGTTGATAGCCGGAAATGG 

(R) CCGTGAGCCTCGAGTTTTAG 

(GA)12 241 

UGEP52 (F) TCATGCTAGCTTCAACACAACC 

(R) TGCTGGGTGAAACCCTAGAC 

(GA)16 215 

UGEP53 (F) TGCCACAACTGTCAACAAAAG 

(R) CCTCGATGGCCATTATCAAG 

(AG)26 226 

UGEP56 (F) CTCCGATACAGGCGTAAAGG 

(R) ACCATAATAGGGCCGCTTG 

(GT)12 162 

UGEP60 (F) AGCTCTGCTTGGTGGAGAAG 

(R) TTTTCTACTGGTGGGCGAAG 

(GA)37 240 

UGEP65 (F) AGTGCTAGCTTCCCATCAGC 

(R) ACCGAAACCCTTGTCAGTTC 

(CT)19 226 

UGEP68 (F) CGGTCAGCATATAACGAATGG 

(R) TCATTGATGAATCCGACGTG 

(CT)14 232 

UGEP76 (F) GCACGTACGGATTCACATTG 

(R) GGTACGGAGACATCGACACC 

(CAG)7 168 

UGEP77 (F) TTCGCGCGAAATATAGGC 

(R) CTCGTAAGCACCCACCTTTC 

(CT)19 245 

UGEP78 (F) AAGCAATCAACAAAGCCTTTTC 

(R) TACAACGTCCAGGCAACAAG 

(GA)14 244 

UGEP81 (F) AAGGGCCATACCAACACTCC 

(R) CACTCGAGAACCGACCTTTG 

(GT)12 192 

UGEP90 (F) GGCCTTTGCAGTCATGTGAG 

(R) CGACTCCAGGTGTTGTTGG 

(CT)11/(CT)8 232 

UGEP102 (F) ATGCAGCCTTTGTCATCTCC 

(R) GATGCCTTCCTTCCCTTCTC 

(TG)17 184 

UGEP104 (F) TCAGCACCACCTGAATAGG 

(R) AATAGGGAGGGCGAAGACTC 

(CT)11 189 

UGEP106 (F) AATTCCATTCTCTCGCATCG 

(R) TGCTGTGCTCCTCTGTTGAC 

(AC)12 175 

UGEP107 (F) TCATGCTCCATGAAGAGTGTG 

(R) TGTCAAAAACCGGATCCAAG 

(GA)15 224 

UGEP108 (F) GTTGGCTGCTCTGCTTATCC 

(R) TATCTGCTTGTGCAGCTTCG 

(CTG)6(CAG)2 150 

UGEP110 (F) AAATTCGCATCCTTGCTGAC 

(R) TGACAAGAGCACACCGACTC 

(CT)12 192 



Name of the 

primer 

Primer sequence (5’ to 3’) SSR motif Size of markers 

(bp) 

UGEP7 (F) GCCAACAGTTCGCTCTGC 

(R) CTGTCTCCCGTTCTCTCCTG 

(GA)14 500 

UGEP9 (F) GGTGGAGAAGGGAGAAGGAG 

(R) TTGAAGGCCCAATAGCTACG 

(GGA)7 239 

UGEP13 (F) AGCACGATCGAAATCCATTC 

(R) AGATCTCGCAGCGGTTTATG 

(TC)18 206 

UGEP16 (F) TCTCCAGCTACATATGTTTTACT 

(R) ATATATGGGACAACCATCCA 

(CT)14(AT)16 197 

UGEP17 (F) CATTGGTGTCGTTCACTTGG 

(R) TGCACCGTATGAGCAACAAG 

(GTT)7 218 

UGEP19 (F) GGCAAGGATACCTTCATTCG 

(R) TACCTCTGCTCTGCACATGG 

(GA)18 230 

UGEP20 (F) GGGGAAGGCAATGATATGTG 

(R) TTGGGGAGTGCCAACAATAC 

(GA)20 153 

UGEP22 (F) ACAGAGACACGGTGGAGGTG 

(R) CACCATGTCATCGTCACCAG 

(TC)29 227 

UGEP25 (F) GTTCGGCCTCATCGTCAG 

(R) TTTATCCGACGTGACAGGTG 

G8(GA)19 292 

UGEP27 (F) TTGCTCTGAGGTTGTGTTGC 

(R) TCAAGCATAGTGCCCTCCTC 

(GA)19 247 

UGEP28 (F) GAAGTTGCCATCCATGCTTC 

(R) AGGAACCGCCAGGAAATTAG 

(TC)17 228 

UGEP29 (F) TACCATTCCATTGCATCCAC 

(R) TTAATTAGCACTTGGGCATGG 

(CT)12 234 

UGEP33 (F) TAGCCCGTTTGCTTGTTTTG 

(R) AAGGCCCTAGAACGTCAAGC 

(TC)18 216 

UGEP34 (F) AAGATCCTCACACGCAAACAC 

(R) ACCCTCAACTGGTGCCATAG 

(CA)12 196 

UGEP45 (F) GGTCTCTTCAAAGCCACTGC 

(R) AACCAACCAATCCCAATATCC 

(GA)13 216 

UGEP46 (F) CAAGTCAAAACATTCAGATGG 

(R) CCACTCCATTGTAGCGAAAC 

(GA)14 163 

UGEP47 (F) ACAGGCCCCATAAATTCCAC 

(R) CCCCAATCATTCTTGTATGC 

(GA)18 198 

UGEP50 (F) CACCCAGACATGACCCTTTC 

(R) ACTAGTGCAGGGTGGTCTCG 

(CAA)7 249 

UGEP51 (F) CAGCAGCACGACTGACCTG 

(R) TGCCACCTGACTACTCTCTGC 

(GT)11 299 



Name of the 

primer 

Primer sequence (5’ to 3’) SSR motif Size of markers 

(bp) 

UGEP54 (F) ACATTCCTGTTCGGGTTCTG 

(R) TCGTGCACCATACCAATAGC 

(GTT)8 222 

UGEP57 (F) CCATGGGTTCATCAAACACC 

(R) ACATGAGCTCGCGTATTGC 

(AG)16 445 

UGEP58 (F) CATGGTGGTGGAGAGAAACC 

(R) GCAATGGTGACATTGAGCTG 

(CA)15 194 

UGEP59 (F) ACGTGCTACGAGTGCTTGTG 

(R) AAACCCTAAGCCCCTCAATC 

(GA)11 248 

UGEP62 (F) GTGTGACGTGGCATACTTGG 

(R) CACGCGAGGTAGGGTAGAAG 

(TC)13 194 

UGEP64 (F) GTCACGTCGATTGGAGTGTG 

(R) TCTCACGTGCATTTAGTCATTG 

(CT)23 206 

UGEP66 (F) CAGATCTGGGTAGGGCTGTC 

(R) GATGGTGGTTCATGCCAAC 

(AG)29 219 

UGEP67 (F) CTCCTGATGCAAGCAAGGAC 

(R) AGGTGCCGTAGTTTGTGCTC 

(TC)22TT(GT)5 229 

UGEP69 (F) GCATGAGCGGGAGAATAAAG 

(R) AGCTAGCCAGAAGGCATGAG 

(GT)9AT(GT)7 171 

UGEP70 (F) TGTTGTCGCTGGACTCGTAG 

(R) AACCACACCCGGTTCCTC 

(TCC)7 235 

UGEP73 (F) GGTCAAAGAGCTGGCTATCG 

(R) ACCAGAACCGAATCATGAGG 

(CT)4CC(CT)10 229 

UGEP74 (F) AGATCTGGCACCCATTTCC 

(R) AGTCATCGGGGAGGGAAG 

(CT)21 223 

UGEP75 (F) GCATTGGACGAAATAAATTGG 

(R) GCAAATGTGCATGGTAGCAC 

(AC)19(AT)29 400 

UGEP79 (F) CCACTTTGCCGCTTGATTAG 

(R) TGACATGAGAAGTGCCTTGC 

(CT)12 173 

UGEP80 (F) TCCTGATCATCCTCATCATCC 

(R) CCACTGTTTGAGCATGTTGG 

(CAT)7 185 

UGEP83 (F) TAAGCTACGGCAGCGTCAG 

(R) TCTACGCGTACGTGACCATC 

(GA)26 194 

UGEP84 (F) GGAACTTCCGTCAGTCCTTG 

(R) TGGGGAAGGTGTTGAATCTC 

(CT)24 195 

UGEP86 (F) ACTCCCCTCACTCCCACAC 

(R) CAGCCACCCTTGGACATC 

(CCT)8 222 

UGEP87 (F) CTTCCCCGGACAAAGTGAAC 

(R) AAGAGACAAGGCAGGGGAAG 

(TC)39 152 



Name of the 

primer 

Primer sequence (5’ to 3’) SSR motif Size of markers 

(bp) 

UGEP88 (F) ACCTTGATCAGGGGTGCTC 

(R) TTTTGAGTTTGCTCCCATGAC 

(CT)20CC(CT)8 227 

UGEP91 (F) GTGGCGAGAGAGGATGATTC 

(R) TTCTCTAGCACGGCTTCACC 

(AC)8(AG)14 236 

UGEP93 (F) TGGCCTCGTTAGGTGAAGTC 

(R) AGCACCAAAACTCCCACAAC 

(TC)21 174 

UGEP95 (F) AGGGGACGCTTGGTTATTTG       

(R) GCCTCTACCTGTCTCC GTTG 

(TC)14 208 

UGEP96 (F) TAATGGGCCTAATGGCAATG 

(R) CAAAATCCGAGCCAAGATTC 

(CT)10 211 

UGEP97 (F) TTGAGCAAGGCTCCTCCTAC  

(R) TCAACTCCTCAACCCTTTGG 

(GT)8TT(GT)13 231 

UGEP98 (F) GTCTTCCATTTGCAGCAACC 

(R) ACGCGTACTGACGTGCTTG 

(GCC)8 223 

UGEP100 (F) TCAAGTGTTTCTGGCACTCG  

(R) TGCAAAAGCTGGGAGTAAC 

(CT)12 223 

UGEP101 (F) GCTCACTTACCCATGGCTTC  

(R) GAAATGTGGGGCACATAAGG 

(GA)7AA(GA)19 234 

UGEP103 (F) AGGGATGTCTTCAGCATTGG  

(R) ACCGTGCACCATATCAACAG 

(GTT)8 239 

UGEP105 (F) CTCCCGCTGTCCCATATTAC  

(R) TTTCTCCAGCCACAAAGGAC 

(GA)20 161 

UGEP109 (F) ACGCGACTTTGACCTGCTAC  

(R) AAAAGGACGGGAAAGGAGAG 

(GA)13 208 

UGEP111 (F) CTCTCCCTGAGTTGGTCTGC  

(R) TTGGTCAGAAGCATCAGGTG 

(GAT)11 160 
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