S7 Figure

SSR coordinates chrl10: 98,377,341 - 98,377,427

Scale ZDbasesi i mms
chri: 98,377,350 98,377,360| 98,377,370 98,377,380/ 98,377,390/ a8,377,400| 93,377,410 8,377,420
= GCAGAGGCAGLGGGAGCAGLTGCGCTGCCAGUGTGGAGCGGGAGGLGTGGAGEGTGTGGAGAAGAAGGGAGCGTCGGACCGGAACGS
UCST Genes (RefSeq, GenBank, t(RMAs & Comparative Genomics)
Repeating Elements by Repeathdasker
SINE
LINE
LTR
DMNA
simple [EE—
Low Complexity
Satellite
RMA
Gther
Unknown
hultiz Alignments of 30 Yertebrates
Gaps 3 z 7 + 8
hMouse GCAGAGGCAGCGGGAGCAGCTGCGCTGCCAGCGTGHAGLGGGAGGLGTGEAGGTGTGGAGAAGAAGGGAGCGTCGGACCGGAACGG
RatGCAGAGGCAGCHGHEAGCAGCTECGECTECCAGCETEHGAGCGEGAGGUCGTEEAGETETEGHAGAAGALAGEGAGCGETCGEGACCEGEAACGG
Human G CGGCEGCAGLGGGEAGCAGCTGCGCCGECCAGCGTGEAGCGGEGAGGLGTGTGEGTGTGGEAG- AAAAGGGAGLGUCAGACCGEGAACGEG
OmwmeCGGCbGCAGCGGGAGCAGCTGCGCCGCCAGCGTGGAGCGGGAGGCGTGTGGGTGTGGAG-AGAAGGGAGCGCCAGACCGTCAAAG

Horse
OpussumACGA-GGCCGAGAGGCTCCCTACGCCTGCCGCAlCGGAGC CCTTCACGG
Chicken & - - - - GACGGCG- AAGCAGTCGTGCTCCAGGCACTGUGCCCUCGACG - - - GEGUGGEGLGGECLGLCGAGRGCLCCAGTCCGGAGCGG

Stickleback



	Supplemental figures
	Supporting Figures - PLoS Genetics
	Supporting Figures - PLoS Genetics
	Slide Number 1
	Slide Number 2

	S5 figure
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7
	Slide Number 8
	Slide Number 9
	Slide Number 10
	Slide Number 11
	Slide Number 12


	S6-9
	additional data files
	Slide Number 17
	Slide Number 18
	Slide Number 19



	new graphs
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5

	new graphs.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5




